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Abstract : Objective To analyze the differential genes and related signal pathways before and after muscle
atrophy by bioinformatics, and to explore the pathogenesis and potential therapeutic targets of muscle atro-
phy. Methods The microarray dataset GSE148152 and its annotation platform GPL17586 were downloaded
from the public gene expression database(GEQ). Firstly,limma package in R software was used to screen dif-
ferential genes,and ggplot2 and pheatma packages were used to visually analyze DEGs. Then the core targets
were further screened by STRING database. Finally, GO and KEGG enrichment analysis of core targets was
carried out by using clusterProfiler GO and clusterProfiler KEGG software packages. Results Through the a-
nalysis of the muscle samples of the lateral vastus lateralis muscle before and after muscle atrophy in the chip
data set GSE148152,a total of 100 DEGs,were obtained.including 51 up-regulated genes and 49 down-regula-
ted genes. In the String database, using the analysis of network topology characteristics, 31 DEGs including
TNNT1,FOXO3,MSTN and so on are selected as core targets. GO enrichment analysis showed that these
DEGs were mainly involved in cell metabolism,and KEGG signal pathway enrichment analysis of these genes
were related to metabolic pathway, PPAR, AMPK and other signal pathways. Conclusion This study found
the potential key genes and pathways in the development of muscle atrophy,which provides a theoretical basis
for the direction of treatment in the future.
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