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Expression and correlation of miR-330-3p,FAMS3H, LncRNA SNHG7
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Abstract: Objective To investigate the expression and correlation of miR-330-3p, FAM83H, long chain
non-coding RNA small nuclekernel RNA host gene 7(LncRNA SNHG7) in esophageal squamous carcinoma
tissue. Methods The 114 patients with esophageal cancer admitted in Zhongda Hospital Affiliated to South-
east University,Jiangbei District and Jiangsu Cancer Hospital from November 2014 to November 2020 were
selected as the research objects, and real-time fluorescence quantitative PCR(RT-PCR) was used to detect
miR-330-3p, FAM83H,LncRNA SNHG7 in cancer tissues and adjacent tissue Express the situation. Analyze
the correlation between the expression of miR-330-3p, FAMS83H, LncRNA SNHG7 and esophageal squamous
cell carcinoma. Results Compared with adjacent tissues, miR-330-3p, FAM83H, and LncRNA SNHG7 ex-
pressed higher in cancer tissues(P <C0. 05). Compared with patients with high and moderate differentiation,no
lymph node metastasis,shallow invasion, good prognosis,stage | — [l esophageal squamous cell carcinoma,
poorly differentiated,lymph node metastasis,deep invasion,poor prognosis,and stage [l — IV esophageal squa-
mous cell carcinoma miR-330-The expression of 3p, FAM83H,LncRNA SNHG7 was higher(P<Z0. 05). Com-
pared with the single detection of miR-330-3p, FAM83H ,and LncRNA SNHG7,the combination of the three

has a higher diagnostic value for esophageal squamous cell carcinoma (P <C0. 05). Conclusion miR-330-3p,
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FAMS83H is highly expressed in esophageal squamous carcinoma tissue,low LncRNA SNHG?7 expression and
miR-330-3p, FAM83H, LncRNA SNHG7 in esophageal cancer, high miR-330-3p, FAM83H expression, low

LncRNA SNHG?7 expression is associated with patient differentiation,lymph node metastasis,infiltration, clin-

ical stage,and participates in the development and development of esophageal squamous carcinoma.
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