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 E.BR 54 Kk43E% RNAUncRNA)LHX5-AS] 6 # > RNA-532-5p(miR-532-5p) ¥ %) § /&
mpeYg s Fe it A 09 4 FAUH . ik GEPIA 3% % 547 LHX5-AS1 EA B BAR T REAKF, T ZT K
B A B4k BB (qQRT-PCR) # 0 LHX5-AS1 £ A § % SGC7901 . HS-746 T .MGC803 . BGC823 #m JiL % A £ §
Fo0E GES-1 fm e & o £ A K-F . # SGC7901 4n i % A 4% 4= 11 M xF B8 pcDNA S5 (#f BB 40) Fo pcDNA-LHX5-
AS] B (LHX5-AS1 48), 52 0 MTT % 3, Transwell £ 34 7 20 SGC7901 2m e 32 75 . L 45 48 1 69 T 4k,
KR EERE A B BE LHX5-AS1 5 miR-532-5p Z M 948 Z4E A . £ A qRT-PCR #-m LHX5-AS1 i&
%u;ﬁ miR-532-5p & ik K P, K A E G ikt LHX5-AS] it & % & Wnt/p-catenin 45 5@ % & & & &
B, B8R LHEFAZEK.LHXS-ASI £ FEAR P REKFRA R FHR(P<0.01);5 GES-1 @ iaitik,
ARt LHX5-AS] £ ik K -F 38 8 BA% (P <<0.05), ¥k SGC7901 #m i F LHX5-AS1 K F %1% 5% 9 2
(P<C0.01), LHxypgsmrbds, LHX5-AS] 20 SGC7901 Zm et 38 78 (B A4 39 FTH(P<C0.05), # £ TH AR
(WT)-LHX5-AS1 #= miR-532-5p %9 SGC7901 4m figs 3¢ & Z B & M4 4 4§ 7 WT-LHX5-ASI #= miR-NC #
SGC7901 #m Lo B %4 (P<<0.01), Bt b4, LHX5-AS] 28 miR-532-5p & ik K -F 8 2 F % (P<{0.01),
H Wnt/B-catenin 12 F B %% g Axin2.cyclin D1,c-Myc,B-catenin & ik R -F B4k, 458 LHX5-AS]1 £ § &
LR Fetm P A K TR AL T ¥ d A 4F miR-532-5p & ik 47 H] Wnt/p-catenin 12 5 @ % 89 FE 4L, 3t o B 1K § &
SGC7901 fmheneg3g i fe it 4L 7,
X4 B LHX5-ASI;  #/s RNA-532-5p; ks, wmiaits
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Abstract : Objective To analyze the molecular mechanism of long non-coding RNA (IncRNA) LHX5-ASI1
to inhibit the proliferation and migration of gastric cancer cells by targeting microRNA-532-5p (miR-532-5p).
Methods The GEPIA database was used to analyze the expression level of LHX5-AS] in gastric cancer tis-
sues,and quantitative reverse transcription polymerase chain reaction (qQRT-PCR) was used to detect the ex-
pression level of LHX5-AS1 in human gastric cancer SGC7901, HS-746 T, MGC803, BGC823 cell and human
normal gastric mucosal GES-1 cells. SGC7901 cells were transiently transfected with negative control pcDNA
plasmid (the control group) and pcDNA-LHX5-AS1 plasmid (the LHX5-AS1 group) ,and MTT assay and tr-
answell assay were used to detect the changes of proliferation and migration ability of SGC7901 cells in two
groups. Dual-luciferase reporter gene was used to verify the interaction between LHX5-AS1 and miR-532-5p,
qRT-PCR was used to detect the expression level of miR-532-5p after LHX5-ASI1 overexpression,and Western
blotting was used to detect the protein expression of Wnt/B-catenin signaling pathway after LHX5-AS1 over-

expression, Results Compared with in adjacent tissue,the expression level of LHX5-AS]1 in gastric cancer tis-
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sue significantly decreased (P <C0. 01);compared with in GES-1 cells, the expression level of LHX5-AS1 in
human gastric cancer cells significantly decreased (P<C0. 05) ,and the level of LHX5-AS1 decreased most sig-
nificantly in SGC7901 cells (P<C0. 01). Compared with in the control group,the proliferation and migration a-
bilities of SGC7901 cells in the LHX5-AS1 group decreased (P <C0. 05). The luciferase activity of SGC7901
cells transfected with wild-type (WT)-LHX5-AS1 and miR-532-5p was significantly lower than that of
SGC7901 cells transfected with WT-LHX5-AS1 and miR-NC (P <0. 01). Compared with in the control
group,the expression level of miR-532-5p in the LHX5-AS1 group significantly decreased (P <C0. 01),and the
expression levels of Wnt/B-catenin signaling pathway proteins Axin2, cyclin D1, c-Myc and f-catenin de-
creased. Conclusion The expression of LHX5-ASI is down-regulated in gastric cancer tissues and cells,and it

can target and regulate the expression of miR-532-5p and inhibit the activation of Wnt/B-catenin signaling

pathway,thereby reducing the proliferation and migration abilities of gastric cancer SGC7901 cells.
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SR S RSO N B T SR BT o T
P R E WU B R L, KR
s RNA (IncRNA) J2& — B JE 4 14 /9 51 5% RNA 4
F o IR I Dy 0 e B B AR LAY ) R A g E A
L ) 394 B FEE R AT 0T, LHX5-AS J& — f 5 5
IncRNA, By 522 A% H BR 41 18 » A 968 i 48 A o 1 32
SKFHLH I A 1 4. IncRNA 3 23 i 45 & /)
RNA(miRNA), FEfk miRNA #9323k, DT 7 455 40 iy
M AT N AT S A A 15 B O A1
& B LHX5-AS1 #] fig #2 [1) 45 4 miR-532-5p, {H
LHX5-AS1 5 miR-532-5p 7£ § i & 4= o 7 h i 7E
WA B B, A BESE B AE 4 i LHXG5-AST 75 H 9 241 21
A AL & by KRG O, R 1 LHXS5-AST 5 miR-
532-5p 7E & i 4H Jf 3% 58 A0 GE 7% vh 94 T B H 4 1AL
il DA S 8 ) IR 9T 1 R SR AL S I K 4
1 R 57FE
L1 g 5uln NIER BRI GES-1 4105 N H
JiE SGC7901., HS-746T.MGC803.BGC823 41 g i H
B Be L i AR B B 40 I % . miR-532-5p. B X iR
pcDNA Jii ki . miR-NC, peDNA-LHX5-AS1 i ki g H
2 [ Dharmacon 24 F] . X%t 2 i i 45 55 R &
e XSt 3l A 44 Hk D 28 4 [ 2R A (WT)-LHX5-
AS1 Fil % 78 B (MUT)-LHX5-AS1] W [ % & Pro-
mega /A #)., Lipofectamine 2000, DMEM/F12 ¥ 3
I R4 s CRPMI 1640 3535 3L A 26 [# Invitrogen
O] R SRR A B AE RN (qRT-PCR) I &
A H 24 TaKaRa A %], MTT 5] & #l Transwell
NEW A R AERE A F . —$0 B-Tubulin,
Axin2 cyclin D1,c-Myc.B-catenin K& Il EH0 e 413
I B ¥ E Abcam 23] .
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1.2.1 AYFELFHEA R GEPIA ¥4 & 4
LHX5-AS]1 £ B8 g s A8 b RE LT,

microRNA-532-5p;

cell proliferation; cell migration

% Starbase v2. 0 #3E %2 /3 #r LHX5-AS1 5 miR-
532-5p Z Al AH AR

1.2.2 4fEREsR g T 37 CHEIGEFRAMN R
& 10% s 4 I 7 /9 DMEM/F12 K 3 3 85 37
SGC7901 HS-746 T .GES-1 40}, 5% FH & 10% J4 4F 1l
W RPMI 1640 ¥ 35 3k 12 32 MGC803 ., BGC823 41
. TE AR X B A K R SGCT901 40 i, 4 T 12
FLAR - SGCT7901 4l Bl A BE 4 50 %6 A2 47 I, AR 4 Li-
pofectamine 2000 % Y4 i 51| 158 BH 5 Wk B 4% Y% [ 14 % B
pcDNA i %7 . pcDNA-LHX5-AS1 i ki & SGC7901
S L 43 ) kg %t BE ZH RN LHXG5-AST 4, & 41 T 4% Y
4 b J AR e SR A

1.2.3 qRT-PCR #ll LHX5-AS1.miR-532-5p [
KK ffEF Trizol 2570 42 BT %5 AR < 109 40 it i) A2
RNA, % #% 54 % cDNA, 7£ PCR (¥ # 47 qRT-PCR,
LHX5-AS1 ) GAPDH 1k H % % . miR-532-5p
LU fER SR, LHX5-ASL Fiigsl 4k 5'-
TTCTAGCTCCCCTTCGCTCT-3", Fiies| ¥k 5~
GCGCAGGTTCTAAGGTGAGT-3';U6 izl ¥k
5-CTCGCTTCGGCAGCACA-3', F sl ¥ h 5'-
AACGCTTCACGAATTTGCGT-3"; miR-532-5p I
sk 5'-CGGCCATGCCTTGAGTGTA-3', T it
219k 5'-GCAGGGTCCGAGGTATTC-3"; GAPDH
B9k 5'-CCAGGTGGTCTCCTCTGA-3", Rt
2l ¥ K 5 -GCTGTAGCCAAATCGTTGT-3', Lk
2785 vk LHX5-AS1 5 miR-532-5p 19 A %) &
K,

1.2.4 MTT Sz8# i SGC7901 ey stige 7 =
B SGCT901 4 fitw s LABEFL 100 pL A R B Fl F
96 fLANMIIG MR . Ak dE 3R 5 d, B KA R i 20 47
Rl . Ay Hm A MTT 258 (B L 30 pl), B =46
B 5 hy AL A 130 pl = H 3R 18 A0 4% K
15 min, BRI E P K 490 nm, 43 57 52 B £L
HERE (A AR R 40 I3 58 8 1 A2 4k

1.2.5 Transwell LI Kz SGC7901 40 i if % fig
J1 RAAERKA M DMEM/F12 K57 3 8 & 45
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2 SGC7901 41 g, LA L 200 pL f R FL$EFP Tran-
swell B2, LLBEFL 500 pL R BUB & G 48 17 19
DMEM/F12 5 32 3 im A Transwell T %, 5555 N
MRS 24 he SRAH EEERR @ LE R 1604
il SRR et AR A /N 8 R R A I AR ) SGCT7901
YA, TR E AR T REALIERE 6 N ST
1) 240 MK

1.2.6 Wt 2 flf i 45 56 PR I 35 0F LHX5-AS1 &5
miR-532-5p Z [ W AH B A/E A % WT-LHX5-ASI #il
MUT-LHX5-AS1 43 5] 5 miR-NC, miR-532-5p % 3y
% SGC7901 4 fw, fE 85 FE A W & 48 h, LIk 4E
SGC7901 2t it . AR 4 WL 't 2 Mg i 5 5 PR A ) 1K 7 4
VLB 45 . 40 H7 45 20 SGCT7901 20 Jfd 11 5% 5 25 I 1
1.2.7 FEHJFET % (Western blotting) £ Wnt/
B-catenin fF 5 f§ H H R IE KT RE DA MK
PRHUA 20 SGCT7901 41 A 5 2 11 » A il S 2 K s
SDS-PAGE #§ ik H ¥k 140 min. % & B 5 2 W T
10 % B RS 2F W54 PH 130 min, R —H M B % 1L
7 Be—Fe , AP Axin2(1 : 2 000) ,cyclin D1
(1+3000),c-Myc(1 1 000),B-catenin(1 : 1 000),
B-Tubulin(1 3 000),4 CHFFH 15 h, RH _HiHi B
W A% L B B I AEST R =T : 5 000D, R
WER A b TN Ak 2 KOG A BE I RS AN T Y
FE R .

1.3 Zit#ab3 R SPSS22. 0 G it 22 A4 % 4k
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2.2 Y peDNA-LHX5-AS1 ik %t SGC7901 4 g
1 LHX5-AS1 FiEKFR#m  gRT-PCR £l &
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AS1 4B BAR T X IR 4L (P<C0. 01, WL 4,
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R~ WT-LHX5-AS1 Al 8 5 miR-532-5p fF 45 & i
SUTAL LA S,



+ 1800 - ErhhEF£F20224F8 A% 4344 158 Int J Lab Med, August 2022, Vol. 43,No. 15

2.6 RUEE K B R A L AL 5 LHX5-AS1 5
miR-532-5p Z Al WA B AE T A5 Ot i i 4 3k A
Kot 5 g R, By T WT-LHX5-AS1 1 miR-532-

S5p 9 SGC7901 40 L 25 ¢ 2 i 15 M d e e T WT-
LHX5-AS1 #l miR-NC i SGC7901 4 Jig W] & F& I
(P<<0.0D), LA 6,

e T
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5 miR-NC 4, " ° P<<0.01,
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2.7 18 LHX5-ASI 23k K F % miR-532-5p % ik
AKFREFEAE R qRT-PCR A 25 3R &7, LHX5-
AST 41 X R4 SGC7901 4l il v miR-532-5p Rk K
435 1. 16 40, 20,5, 09+0. 72, LHX5-AS1 41 8]
AT XL (P<C0.01),
2.8 i LHX5-AS1 ik /K% SGC7901 44 ity
Wnt/B-catenin 5 5 8 # & [ 3 ik K F 19 52
Western blotting i il £5 5 8 7~ , LHX5-AS1 4 Wnt/p-
catenin {5 58 I H Axin2.cyclin D1,c-Myc, B-catenin
FIRIKF- BN B B REAR(P<<0. 0D, WL 7,

¥HE  LHX5-ASI4H

- M. cyclin D1
— S /xin2
S S— 3-catenin
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Ayoo FESS 2.3.4.5 RIYB I AIKF X B4 (P <C0. 05) 5
Transwell iF % 52 & 25 R B /x. LHX5-AS1 4
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S LR 1 Y L R i 2R T R TR G I 4
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AS1 Fl miR-NC f§ SGC7901 4 g W & [ A% (P <<
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SEH R R N B BB LHX5-AST R85 1 #2 i M i 4%
miR-532-5p 3R KK, Wnt/B-catenin 15 5 8 K 1E
98 e ok AR v Rl S R O L O AR E R R A KR
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W] Wnt/B-catenin {55 38 B I0E 52 240

25 b Tk . LHXS5-AST 75 15 i 241 2R 20 A H 224K
ik Hae g B SGC7901 40 A iy 3 58 S iT #% .
HorF L AT e 5 H0 w7 2 miR-532-5p KK F
KL LHX5-AS1 /] fig 24 15 @ 19 By a4 4L 5 9 o
E LY
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