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Expression levels and their clinical value of PEBP4,CMTM6 and HOXD10 in glioma”
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Abstract : Objective To analyze the expression levels and their clinical value of phosphatidylethanolamine
binding protein 4 (PEBP4) ,chemokine like factor superfamily 6 (CMTM6) and homeobox gene (HOXDI10) in
glioma. Methods A total of 50 patients with brain glioma diagnosed by pathological biopsy who were admit-
ted to this hospital from June 2019 to June 2020 were selected as the observation group,and 50 patients with
brain trauma treated by surgery during the same period were selected as the control group,and two groups of
brain tissue samples were obtained. The positive rates and the expression levels of PEBP4, CMTMG6, and
HOXDI10 in the brain tissues of the two groups were determined by immunohistochemical staining and real-
time quantitative PCR,Pearson correlation was used to analyze the correlation among the three indicators,and
receiver operating characteristic (ROC) curve was used to analyze the diagnostic value of the three indicators
alone and in combination for glioma. Results Compared with in the control group.the positive rate and the
expression level of PEBP4 and CMTMS6 in the brain tissue in the observation group increased,and the positive
rate and the expression level of HOXD10 decreased, and the differences were statistically significant (P <C
0.05). Compared with the brain tissue of glioma patients with tumor maximum diameter <3 cm, TNM stage

I + 1I ,no lymph node metastasis and well-differentiated glioma, the expression levels of PEBP4 and CMTM§6
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in the brain tissue of glioma patients with tumor maximum diameter >3 cm, TNM stage [[[ + 1V .lymph node
metastasis and moderately and poorly differentiated levels were higher, while the expression level of HOXDI10
was lower,and the differences were all statistically significant (P <C0. 05). Pearson correlation analysis results
showed that the expression level of PEBP4 was positively correlated with CMTM6 (r=0. 358, P < 0.001),
while the expression levels of PEBP4 and CMTMG6 were negatively correlated with HOXD10 (= —0.412,
—0.433,P <C0. 001). The ROC curve analysis results showed that the area under the curve of PEBP4,
CMTM6 and HOXD10 combined detection for the diagnosis of glioma was 0. 909, which was higher than
0.815,0.746,0.870 of PEBP4,CMTM6 and HOXDI10 detection alone (P <C0. 001). Conclusion
sion levels of PEBP4 and CMTMS6 in glioma tissue increase,and the expression level of HOXDI10 decreases.

The expres-

There is a certain correlation among these three indicators,and their combined detection has high value in the

diagnosis of glioma.

Key words: phosphatidylethanolamine binding protein 4;
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