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# ZE:BHHE A miR-125b-5p . miR-122-3p 89 £ A K-F 5 LA RmEMT KB F A LA ke %
ABESTE ARG FMMAL, FiE ZAARRITERARL LR 2019 F1 A £ 2021 F1 ALzkstiriasn
0 LA gm AR K B 120 Bl A BB L, B IRE B 120 BlAk e A F AT B, RBEFHRSAAK
0 Ae A, P AR R ) 20 5 2t R4 | R B4R A R AR 6 BT T AR L S R o AR A & miR-125b-5p. miR-122-3p KT 44
£ .43 miR-125b-5p . miR-122-3p 5 S 4k ek ek e ta X AT ARG TAMMEL, FR mela
# miR-125b-5p.miR-122-3p. ¥ 24 % (TBIL) . A A B A A H 8 (ALT) . R I LA RBR AL H 48 (ASTH KT
BEZTABA, ZFAF % FEL(P<0.05),CD3" .CD4" ,CD8" ,CD4™ /CDS8™ &3k & & A(IgA) ., &k
HEEG MUIgM) LA REEG GUgG) RF R FR TR, 275 A 415 &L (P<0.05); L&A 44 miR-
125b-5p . miR-122-3p . HBV DNA TBIL\ALT . AST K -F 2% & T A & 4. £ 5% A %3 5 & L (P<0.05).
CD3" .CD4" .CD8" .CD4" /CD8 " IgA.1gM . IgG K F 2 FAK T A 240, £ F A %t F &L (P<C0.05) ;i@ it 48
% M4 #r, miR-125b-5p, miR-122-3p %5 TBIL,ALT,AST.HBV DNA 2 E48%,%5 CD3 ,CD4" ,CD8" |,
CD4" /CD8 " .1gA.1gM.IgG £ #i 48 % ; miR-125b-5p.miR-122-3p W IGARFE A M 3T T A & e AN A 2 F
& T E A . miR-125b-5p . miR-122-3p &0l A T3F 4 & A Jm A I K08 7 B R a9 06 AL 5 % A 2. 41,2, 55
(272, it miR-125b-5p . miR-122-3p 89 KA K-F 5 AR EMT K EZITHE LR AREZZF X
M miR-125b-5p . miR-122-3p T LA R A HAT X 898 77 LR LA B E TR M1,
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Prediction of therapeutic effect of miR-125b-5p and miR-122-3p on viral hepatitis tyep B”
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Abstract: Objective To study the relationships between the expression levels of miR-125b-5p, miR-122-
3p and liver function,immune function in patients with viral hepatitis type B and the predictive value for ther-
apeutic effect. Methods This study was a prospective study. A total of 120 cases of viral hepatitis type B trea-
ted in the hospital from January 2019 to January 2021 were selected as the case group,and another 120 healthy
people who underwent physical examination during the same period were selected as the control group. Ac-
cording to the treatment effect,they were divided into effective group and ineffective group. The differences of
liver function,immune function and miR-125b-5p and miR-122-3p levels between the case group and the con-
trol group, the effective group and the ineffective group were compared,and the correlations between the levels
of miR-125b-5p, miR-122-3p and liver function,immune function,and predictive value of the above two indica-
tors for the treatment effect were explored. Results The levels of miR-125b-5p, miR-122-3p, total bilirubin
(TBIL) ,alanine aminotransferase (ALT) and aspartate aminotransferase (AST) in the case group were sig-
nificantly higher than those in control group,and the differences were statistically significant (P <Z0. 05). The
levels of CD3" ,CD4" ,CD8"' ,CD4" /CD8" , immunoglobulin A (IgA),immunoglobulin M (IgM) , and immu-
noglobulin G (IgG) in the case group were significantly lower than those in the control group,and the differ-
ences were statistically significant (P <C0. 05). The levels of miR-125b-5p, miR-122-3p, HBV DNA, TBIL,
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ALT and AST in the ineffective group were higher than those in the effective group,and the differences were
statistically significant (P <C0. 05),and the levels of CD3",CD4",CD8" ,CD4" /CD8" ,IgA.,IgM and IgG
were lower than those in the effective group,and the differences were statistically significant (P <C0. 05). Cor-
relation analysis showed that miR-125b-5p and miR-122-3p positively correlated with TBIL, ALT, AST and
HBV DNA,and negatively correlated with CD3" ,CD4",CD8" ,CD4" /CD8" ,1gA,IgM and IgG. The predic-
tive value of combined detection of miR-125b-5p and miR-122-3p for ineffective patients was significantly
higher than that of single detection. The cut off values of miR-125b-5p and miR-122-3p for evaluating the ther-
apeutic effect for viral hepatitis type B were 2. 41 and 2. 55(27**") respectively. Conclusion The expression
levels of miR-125b-5p and miR-122-3p significantly correlated with liver function and immune function in pa-

tients with viral hepatitis type B, miR-125b-5p and miR-122-3p have significant predictive value for the thera-

peutic effect for hepatitis type B.
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& 2 BRT 2 CHBV) 2 I TR WL 8945 e s 2 —
B 5 P ) 1k — 2 ik R L T % B Kk R O AR AL L I
DA AR WAT R . B A I PR 18 HBY &
H PR RETRYT . AT 0 BRI 1 E R H UL 4T
WREEIR YT 29 £ TP TR DL AT R 2 L I
PRBIFSE & B0, 38 3 5t 18k HBV B KRBT £ 8797,
AR HE R B BT & E B (HBeAg) DL K 2 BT
RFWPUE (HBsAg) ML 5 HoR (B )8 B A B E R
AN BRI () B A v 1 A S 3R A I A 1 R
I o /N T R T A AE T R A0 A W A K
Frh, AIFEHGE B8 . miR-125b-5p. miR-122-3p A
U F LR R 2 W B B & L TR B A —
FEE 1 XF HBV AT 24 M 1w oA — 2 i i . A
F 530 5 BF 9T miR-125b-5p. miR-122-3p Y & ik 7K
LR H S HBV AT IIRE R I RER C &R .
(] Bsf %o 33 97 RS R AT 0 43 7 5 A 11 PR A2 W LA SR 9T
A0SR M) R ) 2 A 4R
1 #ENEFE
11 — GOk AR SR HURT HE P A 5T, BE#E 2019 4F
1 A% 2021 4 1 ATEARB #1T HBV {67 1Y 120 ]2
H e AL, o 5 66 6, % 54 il 4F S 39~59 &,
FH(44.72£2.3D) 8 R 2~4 4, (3.01E
0. 22)4F ; V- & it 1 48 £ (BMD y (24, 11 +2. 09)
kg/m’, HBV 12 Wi 2 % (18 1k £ BT % 12 Wi br o
(2015 4RO ) H xR PR RT R B2 Wikn . a0 AR
e (D ER2 W (2) ANdLRT 2 J8 K 6 Bm
RE ol G B0 R0 HEBR AR UE . (L XA 5E 25 9 0 B
BB (O ML B IR I 10 s (3) A B e MR
s (4) RS A BEAS H F5 (5) T R0 L 1 T BE R
R 5 (6) Wk WhyRg BB 3 . g e BEUTR) 300 1 A ik e o
120 B4R Ayt B 2h , Herp 3B 60 4, & 60 fi] L 4E #% 38~
57 % (44, 8241, 89) % 5 F- 1 BMI Jy(24. 01+
1. 99kg/m? ,HEBR AR 1E : (1) HBV FHPEFE bR &5 (2) I
FUIASAE ORI 18 £ 5 (3) [ B e 8 1 0 5 (4) G i i
B s (5) PR 0 i B D) BB A AR (6)

miR-122-3p; liver function; immune function

Jif e B . PRZE AR A Y — M BB LA, 25 R RS i
B (P>0.05), B ik, A BH Y& E N
MRS ISR RS E R SwikE .

1.2 FHik

1.2.1 WBIF A A BERIUE S RE W mS
MRS R CRCER AT AR 24l B 3 A B A D B 2 o
H20163436,% H 1 X, &K 300 mg) BA BE R +H
CZBO s A=Y 250 BRA &)L B 25 #EF H20100019;
BH 1, BIKO0.25 mgIRIT.IBIF 6 A . BIT
SEHR SRR 3 H N R R AT BB U . B U5 45 R H
2021 4 11 A 1 H . B U548 A A 56 I D BE Az I
HBV-DNA.,HBsAg 1 Z % T 4 2 1 HT /& (HBsAb)
BRI ARG EE R g R G HBY B A%, BE WG
ITRCR AN bR IR TT S BCE T T RE 48 AR Wk & IE
R L HBV-DNA & & FFBR <1 000 copy/mL MK
BAGIRIT IR BE N IF DI RE48 b 9 2% & . HBV-DNA
OB BARITHIFE AR =2 000 copy/mL WA &5 iA
¥7 )5 B I I D REFE bR O W E A AL SR YT RTAE H
HBV-DNA % & FE L <2 000 copy/mL W TE3L .
AW H LA 120 6] HBV JA97 B35 5 B3 L KB R
FIEIT A R L DL G IR TT R

1.2.2 miR-125b-5p.miR-122-3p K& 435 TG 7
WA BT 6 A A AT # Bk R 1 4 mL, 3 500
r/min & 0> 15 min J§ 25 B Uil &, UL Trizol i 7|
(TIANGEN, #1 [#) #E47 5 RNA 42 B, % ] 7500 52
it 2¢ 6 E B PCR X (& [E ABI 2 7)) #EA7 ¥ 3, miR-
125b-5p B3I #:5-TTA TTG GGT GTT GTA
TT-3", miR-125b-5p FiEHI#:5-TTG TAG GGT
TTG AGG TAT TT-3', miR-122-3p F 51 #).5'-
GTA TTG GAT ATG ATT GAT TAT G-3', miR-
122-3p Fi#F5I#.:5-TAG TGT AGG GTT TGA
GG-3".LA U6 fE AN B EN, U6 LiiFs|I#.5-CTC
GCT TCG GCA GCA CA-3", FiiF51# 5'-AAC GCT
TCA CGA ATT TGC GT-3'. 5| ¥ hdb st Bl 4= )
BHEARAF A K. RN A&FEEHN 95 CF 5 min,
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95 CF 40 s,60 CF 20 5,72 CF 15 s, 358 % 40
AMEFR, 272 38 miR-125b-5p. miR-122-3p
KL ACt= 4 H AL Ct (5 — A AR N & 1)
Ct {H ., AACt=3EH ACt— Xt ACt,

1.2.3 JFThfetedll  SREN A B EHIKIM 4 mL,
3 500 r/min B.0> 15 min 50 B MG, RAHE B3 &
B4 B AL combas701 A I T T 6 T4 & R & 3k 5% 7% Il
(ALT) . RIT&AMRA LB (AST) MRS HL R
(TBIL)/K¥. ALT,AST fil AST Kiliat 5] & 04 F i
50 Boxbio A=W BFE A BR A Al A 454 34 4 IR 156 B
kR .

1.2.4  SpEsgbakm A o =040 M (FACSCali-
bur) % P4 B F 8y CD3T.CD4" . CD8" ., CD4 "/
CD8 " 7K iF 77 46 W 5 4 4= A 3 % % 53 H1 AL com-
bas801 XF M 4 & & ) IgA. IgM. IgG #F 17 4% I,
CD3" .CD4" .CD8" ¥kl T FE Bk Gl /R A 75 IgA
IgM . IgG I 5 £ T B 5 Boxbio A=W RHH A7 IR
I8 ) A R X i B BH A AR ERAE .

1.3 Siits#abs R SPSS19. 0 #kFfu gk f7 484t
T I W A = S 1 e I A - B D
b Fon A AR ¢ K5, B R T 1 %
HEH R E R, 4 MR CRA X KR, R

BEETHEA, Z5 6% %2 X (P<<0.05), L

#1,

F1 75 5l 48 5 >t B8 48 miR-125b-5p,miR-122-3p

KELB (x+s)

20 51 n miR-125b-5p(2 "~ *4") miR-122-3p(2~ 24
W4 120 2.21+0.95 2.33+0.33
XHRZH 120 0.6040.06 0.3740.17
t 18.528 57.839
P <20. 05 <<0. 05

2.2 B S XA ORI E A4 TBIL,
ALTASTH B Em TXBA, ZRAHIT¥2E X
(P<C0.05), L% 2,

2.3 A5 X W) G DI e b B g Bl Al
CD3".CD4" .CD8" .CD4" /CD8" \IgA.1gM . 1gG ¥
WEMTXEA. ZFASIEE L (P<<0.05), 1
# 3,

2.4 AFEIEIFRFEH miR-125b-5p, miR-122-3p.
HBV DNA K8 4ad & DR & s a5 ek
BB E BB RBIRITE. LT84 miR-125b-5p,
miR-122-3p . HBV DNA /K3 8 %/ T A %k 4., 2
SR G F R L (P<<0. 05, L% 4,

e 2

M=

Spearman A 5 P 73 M7 . X miR-125b-5p, miR-122-3p ®2 fHOASHBEAMFINEELLE (x 1)
5 CD3", CD4", CD8', CD4'/CD8" Lk fi, IgA., 4151 n  TBIL(umol/L) ALT(U/L) AST(U/L)
1M 1gG Z Il A OC PR HEAT O3 B 220 52 1A AR WEBI4 120 23.2141.77 68.104+1.77 63.76+1.17
FHE(ROO MG miR-125b-5p miR122:3p W40 00 5 seiiss ss.a60.08 35,081 01
HBV B3RS UL P<<0. 05 B 2R AT L t 37.015 176. 727 196. 886
2 zﬁ % P <20. 05 <0. 05 <0. 05
2.1 JK B 5 % B4 9 miR-125b-5p, miR-122-3p
K B4 miR-125b-5p. miR-122-3p /K F-3%
%3 ROIAEXBEANEEINEEILR (2 £5)

415 n CD3" (%) CD4 " (%) CD8 " (%) D4t /CD8 " IgA(mg/L) IgM(mg/L) IgG(g/L)

9 11 41 120 49.454+1.66  24.5941.67 22.842.28 1.0240.11 1.4440.52 1.0940. 23 8.2641.76

pog | 120 71.3542.57  41.15+2.34 29.36+1.54  1.7540. 32 1.7240.12 1.4940.29  18.09+2.76

t 78. 412 63.102 26.118 23.633 5.747 11.838 32.896

P <20. 05 <0. 05 <0. 05 <20. 05 <0. 05 <0. 05 <20. 05

F4 AEGETF MR EED miR-125b-5p . miR-122-3p HBV DNA K ELL & (x +5)

. miR-125b-5p miR-122-3p HBV DNA(copy/mlL)

A " REEadi] R R AT BWIT IR YT BT R

TRH 29 3.2141.95 2.3340. 11 3.33%1.33 2.53240. 45 4.214+1.77 3.09+1.01

B 91 3.6041.96 2.1740.62 3.3741.57 2.2740.78 4.1041.77 0.8740.12

L 0.937 2.349 0.135 2,224 0.291 11. 810

P 0.351 <0.05 0.893 <0. 05 0.771 <0.05
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2.5 AENRITMREBENFDREILKR BISRE#H
T LR I 2 TR AT LR
TBIL.ALT.AST B THMA, ZRASiH %8
X (P<C0.05), W% 5,

x5 ARABFYARBEMNINELE (L)

21 51 n  TBIL(pmol/L) ALT(U/L) AST(U/L)
TR 29 27.21+2.9 75.44+2.28 75.61+2.53
fsd 91 20.57+2.09 62.35+1.77 56.26+2. 04
t 4.541 6.685 20.051
P <0. 05 <0. 05 <0. 05

2.6 AFNBITHCRBENRETGRILE B S5mRE
Wifa P kiR A R B R BRI . LRd
CD3" .CD4" .CD8" .CD4"' /CD8" \IgA.1gM . 1gG &

FEMTHRA. ZRARITFEE L (P <0.05),
%6,

2.7 MMM X B 4 miR-125b-5p.
miR-122-3p 5 T fig . fe 2 2l 5E A0 ¢ M o #r, & 3
miR-125b-5p.miR-122-3p 5 TBIL.ALT.AST.HBV
DNA 2 FE M %, 5 CD3".CD4", CD8" ., CD4"/
CD8 " \IgA.1gM . IgG R, WE 7,

2.8 miR-125b-5p.miR-122-3p Wi F& bR 1 & 46 I 1 i
AHT miR-125b-5p. miR-122-3p X| T M FGI7 Tk
TOOI A R S B R R TR R I, H 42 ROC il 4k 4y
BT+ PR F5 B 36 A G 0 X6 T TG 8% 2 B BN ROC il 28
T AR T AN, B miR-125b-5p  miR-122-
3p ARG A9 h 2. 41,2.55(27 2%, WL 8 FlI
A1,

K6 ARBURBEMNRBEINELR(x+5)

ikl n CD3" (%) CD4™ (%) CD8 " (%) b4t /CD8" IgA(mg/L) IgM(mg/L) IeG(g/L)
TR A 29 40.74%2.24  20.802.91  19.4742.45 0.9170. 04 1.0140. 22 0.9240.06 6.05+2, 44
HAH 91  57.17+2.93 25.80+1.88 23.86+2.22 1.56+0.11 1.574+0.32 1.15+0. 09 8.96+2. 64
¢ 31.775 8.693 8.591 47.389 10. 594 15. 754 5. 481
P <<0.05 <<0. 05 <<0.05 <<0.05 <<0. 05 <<0.05 <<0.05
x7 X ES
B TBIL ALT AST Ccps’ cptt st et /g IgA IgM IeG  HBV DNA
miR-125b-5p r 0. 649 0.621 0.98  —0.721  —0.977 —0.868  —0.643  —0.959 —0.649 —0.621  0.356
P <005  <0.05 <0.05 <0.05  <0.05  <0.05 <0.05 <0.05  <0.05  <<0.05  <<0.05
miR-122-3p r 0.963 0.797 0.926  —0.867 —0.757 —0.989 ~ —0.916  —0.83%4 —0.678 —0.716  0.545
P <0.05  <0.05  <0.05  <<0.05  <<0.05  <<0.05 <0.05 <0.05  <<0.05  <0.05  <<0.05
=38 miR-125b-5p . miR-122-3p WIE#REX AR TN E S
5H A R REYE  FBRE O MHMEmWE S siE P AUC AUC »
%) %) %) %) %) 95%CD
miR-125b-5p 56. 67 86. 21 63. 24 34. 25 91.49 11. 231 0.775 0.520~0. 872 <<0.05
miR-122-3p 52.50 82.76 61. 90 31.58 88. 64 9. 252 0.603 0.600~0. 746 <0.05
A 90. 00 75. 86 79. 63 81.48 92. 47 9.665 0.822 0.230~0.974 <<0. 05
o . 3 #
. %H*Aéi;: lexz;f;f& HBYV Jii  microRNA REE L
B JEHEA AR O S s o R AR EoR,
X microRNA Z 5 1 JiF 240 ffd (%) 98 A s W LA K 48 Ak 0
¥ SOt R A I HBV B35 19 microRNA, X T8
04 TP R LA SR YT RO B B S
TEABFSE T 38 o % HBV 8 3% 1 miR-125b-5p.
o miR-122-3p 7K - 43 #7. & Bl HBV # % (K 1 miR-
0000 0.2 0.4 0.6 0.8 1.0 125b—5p\miR—122—3p 7qu%ﬂ:@)%}\ﬁ$’ H%%

-H5RE
B 1 ROCHZDH

HBV &P AR B e T B % . miR-122-
3p EEORUE T AW 18 5 Y fa ik, BF 55 IE ™,
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miR-122-3p 7 HBV JE et 72 v & 35 5 2 i 4E H L 78
huh7 Ji 40 ffd v miR712273p FiR B L FE e R
miR-122-3p 5 HBV B & il M1 %", & 058 & 3.
miR-122-3p 7l 5 HBV RNA JE4i 5 X (4 59 517 55
MG ik — SR R A 6 . miR-122-3p iR 7]
LIS HBV M %s 8 P 76 — 8 T2 B T 42 i 0 1) 3
. B PN X HBY B S R R AT B
RO FENEFRAEE S miR-122-3p £ I & /Y
I, SARI 45 R —5.

miR-125b-5p AT 38 525 910 il JFF 4 Af PN 6 2 1) 52 1 fig
77 5K AR 2 A SRV T B A T 40 e R 5
i AL ) miR-125b-5p Bk F i i b, 2 P RE ¥R
ik B LTk A2 AEXT HBV SR 3
(1% 9 95 1 R AF 9 o & B B 3 A AR R R WAL 4N i
MY miR-125b-5p 7K F W 3 F B, 0 J8 i o (9 miR-
125b-5p 4 BRSO AR 45 R — 5, Fn
A W54 H o miR-125b-5p & AT 40 ] HLIA Y wnt 55

T P i — 2 AR R 995 ek B 6 B 48 R 2 v LA B 4R Ak
r“/%f(fi L — E R E LR HBV %W Bt
JRLE I e Y T O R DL B S E ) RE Y 2 A

H, B 1 miR-125b-5p. miR-122-3p 5 ML 14 IF 2
e LA S S e THBEA 56 . 5 E T miR-125b-5p ., miR-122-
3p A F ML R 9 9 S 7 LA K S8 Ak I 385 S 37 1 T

BEAR , AR AT T B ) miR-125b-5p ., miR-122-
3p PG AR AR (A 5 RE L & IR G A6 I %) R S B A
TG I L S AR EBE A KL I ROC i 48R i AL i 3%
T o RS I, H o3RS miR-125b-5p, miR-122-3p #%
FE I PR W 7 — E R b XHIG 97 SR AT A .
XA YT RO SR AT T

2 i , miR-125b-5p . miR-122-3p [ 3% ik /K F
5 HBV £ & F DI 6E . % D A8 8 3% M ¢, miR-125b-
5p.miR-122-3p X HBV §JIE 57 208 H A7 o (8.
(HIE AR IR AFAE— W R BRYE . T A A
BN 30 T A 5 WG PRATE 5 o 54T BG4I

&% ik
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