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Abstract: Objective To evaluate the identification ability of common clinical pathogens in a domestic au-
tomatic microbiological mass spectrometry detection system. Methods A total of 302 non-repetitive strains i-
solated from different clinical specimens in the hospital from March to May 2021 were collected. CMI-3800 au-
tomatic microbial mass spectrometry detection system (CMI-3800 MS) and VITEK 2 compact automatic mi-
crobial identification system (VITEK 2 Compact) was used to identify the pathogens. The strains with incon-
sistent results were confirmed by 16SrDNA gene sequencing. Results A total of 297 strains(98. 34 %) were i-
dentified at the genus level and 288 strains(95. 36%) at the species level by CMI-3800 MS. A total of 296
strains(98. 01 %) were identified at the genus level and 277 strains(91. 72%) at the species level by VITEK 2
Compact. The results of the two methods showed that 296 strains (98. 01% ) were consistent at the genus lev-
el and 277 strains(91. 72%) were consistent at the species level. Among the 25 strains with inconsistent re-
sults at the species level, 18 strains were identified by 16SrDNA sequencing. The results showed that 12
strains identified in CMI-3800 MS were completely consistent with 16SrDNA sequencing results at the species
level,4 strains were consistent at the genus level,and the other 2 strains were inconsistent. 13 strains identi-
fied in VITEK 2 Compact were consistent with the results of 16SrDNA gene sequencing at the genus level,
while 4 strains were inconsistent,and 1 strain could not be identified. Conclusion CMI-3800 MS is consistent
with VITEK 2 compact in the identification of common clinical pathogens,but the former has large through-
put,good repeatability, simple operation,and is significantly better than the latter in terms of time and eco-
nomic cost,which meets the requirements of clinical microbial identification.
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