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Expression of FOXP3 and MUC5AC in children with bronchitis and their correlation with Th9 cytokines”
DUAN Qiaoling' . ZHANG Hongyan',ZHAO Yue' ,SUN Yajuan',LI Ying' ,CHENG Jiawen',
ZHOU Xingmian®1,CUI Gonghao®,CAO Chenwei”

1. Department of Pediatrics ;2. Department of Clinical Laboratory .the Second Affiliated Hospital
of Hebei University of Traditional Chinese Medicine , Dingzhou , Hebei 073000 ,China

Abstract:Objective To investigate the expression of fork head/wing spiral transcription factor (FOXP3)
and Mucin 5SAC(MUC5AC) in children with bronchitis and their correlation with helper T cell 9(Th9) cyto-
kines. Methods From February 2018 to February 2021,a total of 94 children with bronchitis in the hospital
were selected as the observation group.and 45 healthy children who underwent the healthy physical examina-
tion were selected as the control group. Reverse transcription polymerase chain reaction(RT-PCR) was used to
detect the levels of FOXP3 mRNA and MUC5AC mRNA, flow cytometry was used to detect Th9 cells, and
enzyme-linked immunosorbent assay (ELISA) was used to detect the level of interleukin-9 (IL-9). FOXP3
mRNA,MUC5AC mRNA,IL-9 levels and the Th9 cell ratio were compared between the two groups. The cor-
relation between FOXP3 mRNA,MUC5AC mRNA and Th9 cyto cell ratio in children with bronchitis and the
severity of disease,and the correlation between FOXP3 mRNA,MUC5AC mRNA and Th9 cyto cell ratio were
analyzed. Logistic regression was used to analyze the factors affecting the prognosis of children with bronchi-
tis. Results FOXP3 mRNA level in the observation group was lower than that in the control group, and
MUC5AC mRNA and IL-9 levels and Th9 cell ratio were higher than those in the control group,and the
differences were statistically significant(P <C0. 05). FOXP3 mRNA in children with bronchitis was negatively
correlated with the severity of the disease,and MUC5AC mRNA, Th9 cell ratio,and 11.-9 were positively cor-
related with the severity of the disease(P<C0. 05). In children with bronchitis, FOXP3 mRNA was negatively
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correlated with Th9 cell ratio and 1L.-9,and MUC5AC mRNA was positively correlated with Th9 cell ratio and
1L-9(P <C0. 05). Logistic regression model analysis showed that after controlling the physique and disease se-
verity,low expression of FOXP3 mRNA , high expression of FOXP3 mRNA and of IL-9 and in crease of Th9

cell ratio were risk factors for wheezing onset (P <C0. 05). Conclusion

Both FOXP3 mRNA and MUC5AC

mRNA are abnormally expressed in children with bronchitis, which may be important factors in the high ex-

pression of Th9 cyto cell. They are jointly involved in the onset and progression of bronchitis in children,and

the abnormal expression of each index is a risk factor for wheezing onset.
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