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LncRNA FTH1P3 promotes the proliferation and migration of gastric cancer cells by
regulating the PI3K/AKT signaling pathway "
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Abstract: Objective To study the expression level and clinical significance of long noncoding RNA ferritin
heavy chain 1 pseudogene 3(LncRNA FTHI1P3) in gastric cancer tissues,and to investigate the mechanism of
LncRNA FTHIP3 to regulate phosphatidylinositol-3-kinase (PI3K)/AKT signaling pathway to promote the
proliferation and migration of gastric cancer cells. Methods Gastric cancer and adjacent tissue samples were
collected,qRT-PCR was used to detect the expression level of LncRNA FTH1P3 in gastric cancer tissues,and
analyzed the relationship between the expression of LncRNA FTH1P3 and the pathological parameters and
prognosis of patients with gastric cancer. Routinely cultured gastric cancer cells and they were divided into si-
NC group,si-LncRNA FTHI1P3-1 group, si-LncRNA FTHI1P3-2 group, gastric cancer cells were transfected
with LncRNA FTHI1P3 siRNA,and the expression level of LncRNA FTHI1P3 in each group was detected by
qRT-PCR ;CCKS8 experiment was used to detect cell proliferation ability of each group; Transwell experiment
was used to detect cell migration ability of each group;in vivo tumor formation experiment was used to detect
tumor formation ability of each group; Western blot was used to detect the expression of PI3K/AKT signaling
pathway related proteins PI3K, AKT, phosphorylated-PI3K (pPI3K) , phosphorylated-AKT (pAKT) of each
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group. Results LncRNA FTHI1P3 expression was up-regulated in gastric cancer tissues(P <C0. 05). The high
expression of LncRNA FTHI1P3 was correlated with the maximum tumor diameter, tumor differentiation,
lymph node metastasis,and TNM staging(P<C0. 05). Compared with the si-NC group, the expression of Ln-
cRNA FTHI1P3 in gastric cancer cells of the si-LncRNA FTHI1P3-1 group and the si-LncRNA FTH1P3-2
group were significantly reduced (P <C0. 05),and the proliferation, migration and tumor formation ability of
the si-LncRNA FTHI1P3-1 group and si-LncRNA FTHI1P3-2 gastric cancer cells were significantly reduced
(P<C0. 05) ;the expression of pPI3K and pAKT in the cells were reduced (P<C0. 05). Conclusion LncRNA

FTHI1P3 regulates the PISK/AKT signaling pathway to promote the proliferation and migration of gastric

cancer cells,which may be a potential molecular target for the treatment of gastric cancer.
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