o 2722 - E PRI EE ¥ 2475 2022 42 11 A% 43 %% 22 #1 Int J Lab Med,November 2022, Vol. 43, No. 22

- &
LncRNA NEAT1 B A48 miR-124-3p M B E 8 IR A=
MR EERZM

Fk RER. ST EHEM, B K
BB B — s BRI SNA, AT 4R 2 071000

 E:HH EiTK43E% S RNA HEE £4# F K 1(LncRNA NEATD) /4> RNA-124-3p(miR-124-
3p) MRSk M IR (ESCO) it £ 12 208 %rh., HiE KA L %ELEF PCR #nl A ESCC 49 e
Ecal09 & EFARE L E mi(HEEC) # LncRNA NEATI & miR-124-3p & ik KPR AR 3% b Z Bk & 4
B % 33 9E LncRNA NEATIL 5 miR-124-3p #9¥e ) & & 5 4) A 40 Je 45 4 3 K 5 ) miR-124-3p #7 4 4 . miR-
124-3p B 844 . LncRNA NEATI1 > F# RNA (si-NEAT1) 4 % T Ecal09 %8 e, £ A Transwell 55 3 4 |
Ecal09 ta it #% 1224 h, &R 5 HEEC 28248 ,Ecal09 288 LncRNA NEATI A& KFH A&
(P<C0.05), % miR-124-3p & & K-F 81 B AL (P<0.05), miR-124-3p #= LncRNA NEAT1 #E¥fe@m X &, B
LncRNA NEATI T4 @ fi 845 miR-124-3p & K-F, T LncRNA NEATI1 & ik K -F & iE Kk miR-124-
3p eI 4 Ecal09 it & 12 £ 4 A, 474 miR-124-3p Ak # 4 T T8 LncRNA NEAT1 & ik K F 5f
Ecal09 g it 4 42 28 A, 1% T LncRNA NEATI & ik K -F 7 4838 i $o. 8 30 7F miR-124-3p & ik &
Fp 4l ESCC @bty i 4 42287,

KB B EHR@mAEE; M RNA-124-3p; KEFHA RNAEZS EHZLK L, £8; /&%

DOI:10. 3969/j. issn. 1673-4130. 2022. 22. 007 FEZESES R735.1

XEHS:1673-4130(2022)22-2722-07 XHktRERD A

Effects of LncRNA NEAT]1 on the migration and invasion of esophageal squamous
cell carcinoma cells by regulating miR-124-3p"
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Abstract:Objective To investigate the effects of long non-coding RNA nuclear-enriched abundant tran-
script 1 (LncRNA NEATI1) on the migration and invasion of esophageal squamous cell carcinoma cells (ES-
CC) by regulating microRNA-124-3p (miR-124-3p). Methods Real-time fluorescent quantitative PCR was
used to detect the expression levels of LncRNA NEATI1 and miR-124-3p in human ESCC cells Ecal09 and
normal human esophageal epithelial cells (HEEC) ; dual luciferase reporter gene assay was used to verify the
targeting relationship between LncRNA NEATI1 and miR-124-3p; cell transfection technology was used to
transfect miR-124-3p inhibitor, miR-124-3p mimics,and LncRNA NEAT1 small interering RNA into Ecal09
cells,and the Transwell test was used to detect the cell migration and invasion ability. Results Compared
with HEEC cells, the expression level of LncRNA NEATI in Ecal09 cells significantly increased (P <C0. 05),
while the expression level of miR-124-3p in Ecal09 cells significantly decreased (P<C0. 05). There was a tar-
geting relationship between miR-124-3p and LncRNA NEATI1,and LncRNA NEATI1 could target and nega-
tively regulate the expression level of miR-124-3p. Down-regulation the expression level of LncRNA NEATI1
or over-expression of miR-124-3p could inhibit the migration and the invasion of Ecal09 cells,and inhibition
the expression level of miR-124-3p reversed the effect of down-regulation the expression level of LncRNA
NEATI on the migration and invasion of Ecal09 cells. Conclusion Down-regulation the expression level of

LncRNA NEATI1 may inhibit the invasion and the migration of ESCC cells through targeting activation of
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