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Abstract: Objective To investigate the relationship between peroxisome proliferator-activated receptor Y2
(PPAR7Y2) gene polymorphism and hyperlipidemia of Han nationality patients with type 2 diabetes mellitus
(T2DM) in Wuhan area. Methods A total of 122 unrelated Han T2DM patients who underwent PPARY2
gene rs1801282 gene polymorphism detection in Wuhan Third Hospital from January 2018 to June 2019 were
selected as the research objects,and the clinical data [age,gender,total cholesterol (TC), triglyceride (TG),
high density lipoprotein (HDL) ,low density lipoprotein (LDL) ,uric acid,alanine aminotransferase, aspartate
aminotransferase, glycosylated hemoglobin (HbAlc) | of the patients were collected. The patients were divid-
ed into two groups according to whether they were complicated with hyperlipidemia,57 patients with T2DM
complicated with hyperlipidemia were selected as the study group,and 65 patients with T2DM were selected as
the control group. Fluorescence staining in situ hybridization technique with TLL998A fluorescence detection

instrument was used to detect the rs1801282 gene polymorphism of PPARY2 gene. The distribution character-
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istics of related genotypes of T2DM patients were analyzed. The general data,PPARY2 gene rs1801282 geno-
type and the blood lipid levels of T2DM patients with different PPARY2 gene rs1801282 genotypes were com-
pared between the two groups. Logistic regression model was used to analyze the risk factors of T2DM com-
Among the 122 T2DM patients with PPARY2 gene rs1801282 geno-
type,107 patients (87.7%) were wild type CC,and 15 patients (12. 3%) were mutant CG,and no mutant GG

plicated with hyperlipidemia. Results

was detected. The distribution of genotypes was consistent with Hardy-Weinberg genetic equilibrium law
(P>>0.05). The levels of TC,TG,LDL and HbAlc in the study group were higher than those in the control
group,and the level of HDL in the study group was lower than that in the control group,and the differences
were statistically significant (P <C0. 05). There were no statistically significant differences in the levels of
blood lipid of T2DM patients with different PPARY2 gene rs1801282 genotype (P>0.05). The distribution
frequencies of C and G alleles in T2DM patients in the Han population in this area were 93.9% and 6.1%,
which were significantly different from those in European population (88.7% and 11.3%). The rs1801282
gene polymorphism of PPARY2 gene was not an independent risk factor for hyperlipidemia in T2DM patients
(P>>0.05). Conclusion

T2DM in Wuhan area is mainly CC type,and its gene polymorphism is not associated with hyperlipidemia in

The genotype of rs1801282 locus of PPARY2 gene in Han nationality patients with

T2DM patients in the Han population in Wuhan area.
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WEsRd 57 34/23 63.5+11.8 20(13,25) 22.4+8.9 348.6+101.5 5.1+1.1
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Jik ) 7Y n TC(x %5, mmol/L) TG[M(P,;.P,;),mmol/L] HDL(z £5,mmol/L) LDL(z +5s,mmol/L)
CCHI 107 4.7+1.1 1.56(1.12,2.52) 1.2+0.3 2.740.9
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TG 2.110 0.551 14. 656 <<0. 001 8. 250 2.801~24. 304
rs180128 i s, 3 [H] 74 —9.448 3. 380 7.816 0.797 1.318 0.161~10.773
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