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Abstract: Lung cancer is currently one of the highest incidence malignant tumors in the world, with a low
rate of early diagnosis and poor prognosis,which is a great threat to human health. Long noncoding RNA (In-
cRNA) is one of the noncoding RNA,and it has been confirmed that IncRNA plays an important role in tu-
morigenesis and development of tumors. In recent years, more and more IncRNA closely related to lung cancer
has been found. This article reviews the role of IncRNA in the occurrence,invasion, metastasis and drug resist-
ance of lung cancer,as well as its application values in the diagnosis and prognosis evaluation of lung cancer,

and summarizes the existing problems in the current research.
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