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Abstract: Objective  To investigate the expression and prognosis evaluation value of circular RNA
MRPS35 (circeMRPS35) and lysine acetyltransferase 7 (KAT7) in gastric cancer. Methods A total of 88 gas-
tric cancer patients diagnosed and treated in the hospital from February 2016 to February 2019 were selected
as the research objects. The expression levels of circMRPS35 and KAT7 mRNA in gastric cancer and adjacent
tissues were detected by real-time fluorescence quantitative PCR. The expression of KAT7 protein in gastric
cancer and adjacent tissues was detected by immunohistochemistry method. Pearson correlation was used to
analyze the correlation between circMRPS35 and KAT7 mRNA expression levels. The relationship between
circMRPS35,KAT7 mRNA expression levels in gastric cancer tissues and clinicopathological parameters of
the patients were analyzed. Kaplan-Meier test was used to analyze the effect of circMRPS35 and KAT7 mRNA
expression levels on the survival of gastric cancer patients. Univariate and multivariate Cox regression were
used to analyze the prognostic factors of gastric cancer patients. Results Compared with adjacent tissues, the
expression level of circMRPS35 in gastric cancer tissues was significantly decreased (P <C0. 05),and the ex-

pression level of KAT7 mRNA was significantly increased (P <C0. 05). The expression levels of circMRPS35
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and KAT7 mRNA in gastric cancer tissues were negatively correlated (r=—0. 504, P<C0. 001). The positive
rate of KAT7 protein in gastric cancer tissues was 70. 5% (62/88),which was significantly higher than that in
adjacent tissues (13.6%,12/88),and the difference was statistically significant (P <C0. 05). The expression
levels of cireMRPS35 and KAT7 mRNA in gastric cancer tissues of patients with different TNM stages were
significantly different (P <C0. 05). The 3-year overall survival rate of patients in circMRPS35 low expression
group was 50. 0% ,which was significantly lower than 88. 1% in circMRPS35 high expression group,and the
difference was statistically significant (P <0. 05). The 3-year overall survival rate of patients in the KAT7
mRNA high expression group was 48. 8% , which was significantly lower than 88. 4% in the low expression
group,and the difference was statistically significant (P <C0. 05). Low expression of circMRPS35, high expres-
sion of KAT7 mRNA and TNM stage [[[ were independent risk factors for the prognosis of gastric cancer pa-
tients (P <C0. 05). Conclusion The expression level of circMRPS35 is decreased,and the expression levels of
KAT7 mRNA and the positive rate of KAT7 protein are increased in gastric cancer tissues. circMRPS35 and

KATY7 can be used as potential markers for the prognosis evaluation of gastric cancer.
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=60 54 0.79320. 134 3.06470. 367
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