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miR-134-5p 5 MBTD1 th¥eé % 4. 8 TTN-AS] £ U2-0S.MG-63.SOSP-9607 ,SAOS2 4a ftL P ¢4 £ ik
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Abstract: Objective To investigate the effect and mechanism of long non-coding RNA (IncRNA) TTN-
AS1 on the growth and metastasis of osteosarcoma. Methods  The expression levels of TTN-ASI1 in
hFoB1. 19,U2-0OS,MG-63,SOSP-9607 and SAOS2 cells were detected by quantitative real-time PCR (qRT-
PCR). SAOS2 cells with the highest expression level of TTN-ASI were divided into control group (not trans-
fected) ,si-NC group [ transfected with TTN-ASI small interfering RNA (siRNA) negative control],si-TTN-
ASI1 group (transfected with TTN-ASI siRNA),si-TTN-AS1+ microRNA (miR)-134-5p inhibitor group (co-
transfected with TTN-ASI siRNA and miR-134-5p inhibitor), si-TTN-AS1 + MBT domain-containing
protein 1 (MBTD1) group (co-transfected TTN-AS1 siRNA and MBTDI1 plasmid). CCK8 assay was used to
detect the proliferation ability of cells. Transwell chamber method was used to detect the migration and inva-
sion ability of cells. Dual luciferase reporter gene assay was used to verify the targeting relationship between
TTN-AS1 and miR-134-5p, miR-134-5p and MBTDI. Results The expression levels of TTN-AS1 in U2-0S,
MG-63,SOSP-9607 and SAOS2 cells were significantly higher than those in hFoB1. 19 cells (P <C0. 05). The
proliferation, migration and invasion abilities of cells in si-TTN-AS1 group were significantly lower than those
in si-NC group (P<C0. 05). Dual luciferase reporter gene assay confirmed that miR-134-5p was the target gene
of TTN-ASI and MBTDI1 was the target gene of miR-134-5p. The proliferation, migration and invasion abili-
ties of cells in si-TTN-AS1+miR-134-5p inhibitor group and si-TTN-AS1+MBTDI1 group were significantly
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stronger than those in si-TTN-ASI group (P<C0. 05). Conclusion

Inhibition of TTN-ASI expression can in-

hibit the proliferation, migration and invasion of osteosarcoma cells,and the mechanism is that TTN-ASI reg-

ulates miR-134-5p/MBTDI signaling axis.
Key words: osteosarcoma;
microRNA-134-5p
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U6 5191 )7 51t 75 M 5 35 3% B B0 A BR A 7] &

1.3 Jii:
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HATIE ST . ¥ SAOS2 443y Control 2H (A5
Ye)  si-NC 4 (56 3¢ TTN-ASL siRNA [ %} B | si-
TTN-ASL 4] (% ¥+ TTN-AS] siRNA). si-TTN-
AS1+ miR-134-5p inhibitor Z (3t % ¥« TTN-ASI
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TTN-AS1; MBT domain-containing protein 1;

siRNA il miR-134-5p inhibitor) .si-TTN-AS1+ MB-
TD1 2 (Jt#: Y« TTN-ASI siRNA fil MBTD1 J&ki) .
Fie B 3R 43 41 ] Lipofectamine 2000 12X 7 & #1417 5%
Yoo FTLBREEYET 1 d R 6 FLAREERN 5107 4>
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0.6 puL. F#F5I 9 0. 6 uL.DNA #i#z 1 uL, RNase-
free dH,O 7. 8 pul; W & 4:95 °C 5 min; 95 C
15 5,60 C 1 min, 3t 40 NMFIF, i g & . 5197
5. TIN-ASL | ¥F 51 4 5'-CCAGACACCTAAC-
CAACTTCC-3", FifF514 5'-GTGATCTCATCCCTCT-
TGCTT -3'; MBTD1 | i 51 4 5'-CTACAGCCTC-
CAGCATCACA-3", T i8] 4 5 -CTCATCAGCT-
GACCC AGACA-3"; GADPH F g5l % 5 -GGT-
GAAGGTCGGAGTCAACG-3', Fige|® 5'-TGGT-
GAAG ACGCCAGTGGA-3"; miR-134-5p g8 ¥
5'-CTCAACAACCTTGGCTGACCG-3", F it 51 ¥
5'-ACACTATGTGTCGAAGCTT-3'; U6 L #iE=| 4
5-GCTTCGGCAGCACATATACTAAAAT-3, F
Wial ¥ 5'-CGCTTCACGAATTTGCGTGTCAT-3',
FAEVNAES Cu . L GAPDH & U6 /E R 2,
270 SRR X Ak K

1.3.4 WEOCEBMAFHLE SR StarBase
it PE I TTN-ASL Fil miR-134-5p %5 & i 5, Tar-
getScan B JE JE Il MBTD1 Fl miR-134-5p 1y 45 &



A I E 2o 2022 42 12 A % 43 %% 23 3 Int ] Lab Med,December 2022, Vol. 43,No. 23

« 2865 -

v /5 . f# F] Lipofectamine 2000 i #| & % & TTN-
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ZH . miR-NC + MBTD1 WT 4. miR-NC + MBTD1
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0.05), 5 si-NC 4 [t %5, si- TTN-AS1 4H 44 it MDB-
TDI mRNA ik K F B 8 B AR (P <<0. 05) , 4f fifg %
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LI 4,
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H(P<C0.05), WK 5,
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1E: A 24 TargetScan $#s EHII MBTDL il miR-134-5p #)£5 G 51 s B J XU R M 5 ZE B SE 40 50 ik MBTD1 #1 miR-134-5p AHL [ 56 5
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AS1 4%, * P<C0. 05,
& 4 TTN-ASI #3384 miR-134-5
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si-TTN-AS1+MBTD141

2 A S Transwell /NS a0 4% 40 20 o 32 B8 IR 22 BB 7 85 F I (X 20) 5 B 2 Transwell /N2 1 46 0 4% 40 410 i 3 # AR 2280 5 si-NC 41 L
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PLoIneRNA #A S HA E 0 IR ia 7 8 s g
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376a-3p MM 1k T 5 PN IS 4 B AR s TTN-ASL
AT 3 A 0 ) 7 miR-27b-3p/RUNXIL %l ifif i i i
JEIRG 0 55 B afF R s LR AT 3 o 9 4% miR-15b-5p/
FBXW7 41 iii 412 1F 91 550 1 28 K Rngg 80 (A2 H
A& T TTN-ASL 78 R H i Rk w5 B b Aot
FEE M, TTN-AS] 76 & W 40 8 U2-0S, MG-63,
SOSP-9607 .SAOS2 Hr ) 3R ik K F- W i 5 T 76 AN i
Yl hFoBl. 19 w1y Rk K. #: I TTN-AS1T H A7
VB R A A KRV R 1 T RE . AR AE TTN-
AST FIkKF fe w19 SAOS2 41 ffd v % 4 TTN-ASI
siRNA #il TTN-AST ik 5 . SAOS2 2 Jifd (1) 3% 54 .
TR MR ZERE ) 1 10 35 AR, B il TTN-AS1 3%
TR T A B AR A R AR R RN A% . IneRNA ) 8 22
P HL A A0 miRNA 2R 0517 52 ) 8 L P i 6
5 76 PR A B R AR B, IneRNA & #8547 H miRNA
1“7 517 AG 2 —FE 25 5 T miRNA 3 177 $ i
miRNA 5 mRNA gg5 4" ARG it B9 E B
P TTN-AST #l miR-134-5p (45 &40 5 . Bl
TR G O AR A SR B S 5 B miR-134-5p K
TTN-ASI (i # 3 , miR-134-5p 7R 7E £ F i 983 th
RIEWFEAE R 61 miR-134-5p 8 ] DAB2 fie # |
o) Bl B A A B R R AL T W 250 AT B g R

miR-134-5p A4 2 Fft IncRNA 8 4 11 52 i) [ 983 1) 9
P R, ] 40 LINCO01278 38 3o 34 #5 miR-134-5p/
KDM2 A il i i i i Ji 1) 9 38 328 2 L LINC00858 3
it miR-134-5p/RADI8 {5 5 id@ % 1M fin = 5P 56
AR AE Y . ABESE LB M TTN-ASL Af
{23 SAOS2 4l ffd miR-134-5p [ F#ik, LY TTN-
ASI siRNA Fl miR-134-5p inhibitor J5§ 1 SAOS2 4
M358 IR KR 22 RE T B W B 5R T A% Y TTN-ASI
siRNA [) SAOS2 21 il , ¥t B TTN-AST AJ i@ i 34 45
miR-134-5p Y 3% 15 7K ¥ T 52 1 B PR 98 40 e 7 24 1 A
.,

miRNA B AE R AE R ALH b 45 A F H 5L A
mRNA fy 3" B 9% X i )l 00 R & AR R
B AR af TargetScan U4 4 Wil miR-134-5p
5 MBTDI W45 -G A7 a5 38t 2 i 4 5 2 55 56 56
ET MBTDI 3 miR-134-5p [y #E3L ., MBTDI1 &
L LR PR - ASE 3 AN | S
B, 3t 215 MBTDI 510 51 B8 (9 A K WU AR S
HAN 250 % B0, A6 15 9 I 1) 5 1A 988 v A7 76 1) MB-
TDI-PHF1 3P fil 5 5 50 109 & HE 3 UTAR K

25 P TR, IncRNA TTN-AS1 76 B 9 of 5 3=
K0 G AR T S PR R A R 2 B T S
R 28R Ty HALH AT g 5 TTN-ASL 4% miR-134-
5p/MBTDI {55 5l ¢ . (H AW 52 AL 0 AR SR IF 58 . 14
PBIF 5% S 75 2 15 21 ] 10 25 S 16 75 TR A 4 1)
TTN-ASL Ge B 4F A W2 Wi br & ) 506 97 0 Ak
ik — PR

2% ik
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