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Abstract: Respiratory tract infections (RTIs) are the main cause of death in clinical infectious diseases.

With the rapid development of medical technology.great progress has been made in respiratory pathogen de-

tection technology. Among them, the platform of high-throughput sequence technology has played an impor-

tant role in the diagnosis of rare respiratory pathogens. Based on the traditional pathogen detection technolo-

gy, biochip technology and second-generation sequencing technology,combined with the application of respira-

tory pathogen detection platform,this paper reviews their technical principles and clinical applications in order

to provide a reference for the clinical practice of respiratory pathogen detection.
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Application of loop-mediated isothermal amplification technique in
nucleic acid detection of SARS-CoV-2
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Abstract: The high infectivity of severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) has led
to a rapid increase in the cases of SARS-CoV-2 infection worldwide. It is particularly important to find a more
accurate and rapid detection method than the traditional real-time reverse transcriptase polymerase chain reac-
tion (RT-PCR) technique for the disease diagnosis and epidemic prevention and control. The loop-mediated i-
sothermal amplification (LAMP) technique in combination with reverse transcriptase has been successfully
applied for the detection of SARS and MERS, and also shows the potential advantage in the detection of
SARS-CoV-2. This paper in detail reviews the structural features of SARS-CoV-2, human infection mecha-
nism,detection principle of LAMP detection and the application study advances in the SARS-CoV-2 detection
in order to provide a more rapid, more specific and obvious cost-benefit SARS-CoV-2 nucleic acid detection
method for clinic.

Key words: loop-mediated isothermal amplification; real time reverse transcription polymerase chain re-

action; severe acute respiratory syndrome coronavirus 2
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