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Relationship between the expression levels of ZnT1 mRNA and miR-542-3p in glioma tissues
and pathological characteristics and their predictive value for postoperative recurrence
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Abstract: Objective To investigate the relationship between the expression levels of zinc transporter 1
(ZnT1) messenger RNA (mRNA) and microRNA (miRNA) miR-542-3p in brain glioma tissues and the
pathological characteristics of the tumors,and their predictive value for the recurrence of brain glioma patients
after surgery. Methods A total of 92 patients with brain glioma who had undergone surgical treatment in the
hospital from June 2018 to January 2021 were enrolled in the study. The expression levels of ZnT1 mRNA and
miR-542-3p in glioma tissues and adjacent tissues of the patients were compared. The expression levels of
ZnT1 mRNA and miR-542-3p in tumor tissues with different pathological characteristics were compared. The
influencing factors of postoperative recurrence were analyzed. The value of the expression levels of ZnT1 mR-
NA and miR-542-3p in predicting postoperative recurrence was evaluated. Results The expression level of
ZnT1 mRNA in glioma tissues was higher than that in adjacent tissues(P<C0. 05) ,and the expression level of
miR-542-3p in glioma tissues was lower than that in adjacent tissues (P <{0. 05). The expression levels of
ZnT1 mRNA and miR-542-3p in glioma were related to pathological grade, histological differentiation and
tumor invasion (P<C0.05). High expression level of ZnT1 mRNA and low expression level of miR-542-3p in
glioma tissue increased the risk of recurrence of glioma patients after surgery (P <C0. 05). The equation for
predicting postoperative recurrence by combined detection of ZnT1 mRNA and miR-542-3p was constructed,

and the receiver operating characteristic (ROC) curve for predicting postoperative recurrence was drawn. The
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results showed that the prediction efficiency of the combined detection of two indicators was higher than that

of single indicator (P<C0. 05). Conclusion

The expression levels of ZnT1 mRNA and miR-542-3p in glioma

tissue are related to pathological grading, histological differentiation, tumor invasion and other pathological

characteristics. The combined detection of the two could be used to predict postoperative recurrence of pa-

tients.
Key words: glioma; zinc transporter 1;

operative recurrence

i R J55 96 Ry G E T 440 LAY T R B — R &
P M PR, G R R B 2 R & R E
35.2%~61. 0%, HAG“ =/ — 7R AE . B & 9 % 5
B R FRE RCRE G AR R EE A R E
b FARIAYT G 598 AF A o R R k18 PR R
G AR — B K 0 i 8 I R A ZUN L R A DL oE e b
Bt PR X B e ST 9 A ) 2 AT R AR O o R AT
58 » S LA I e R 52 % v 1 VR AL B Xt 52 R IR
B EA N R A R X, B%iER 1(ZnTD 2
— BT & I 4 R B T s R, A 2R AR R
T AN P B B TR s EANMAN . ARFSE R L Zn Tl
15l RNA(mRNA) 235 5 0% M om & 4 kR ¢
REY) 5 ZURIE LY 24T M R OC &R © 45 3138 4
TESZHY /N RNA (miRNA) miR-542-3p J& 3 4F %7
KELH) miRNA ZE 5 A BF5E46 ) miR-542-3p 7F
JFF 9 200 0 P 3o 26 3K Rl B 3 P o LB B (R 28 S kA
Y447 Ry, ELA B R N 98 W A8 14 A e 7 B0 R
H AT X5 g 1 B 4 40 b ZnT1 mRNA | miR-542-3p
FEIR KT = AR S DA KA PR 0 b 2 A 5 e o R
BEFRAG LM IEIL., At T8 B
Shy Wfe A 06 Je 5 9Ra A2 e KU 1 T A 4R 4 2 %, B AGE
L/
1 BRE5RH%E
1.1 —fERE K 2018 4F 6 A £ 2021 48 1 A TR
B HEAT T ARIE T 00 i B 0 R SR 92 BN AT SE . AN
KR s (L) 45 4 TR0 IBE I3 582 18 Wb 1 (2) T ARG AT
BB (D RIIR A2 . AL AR AT 34 26 R 97 . HEBR
P (1) 52 % P i JBE 0 988 5 (2) A7 7™ J I LB Lo L T
RB IR 6 5 (4O ARS Bl SOA R D) BE B 0% 52 5 (4D A7 il BB
I 48 255 HC Al G S 0 . A A BT 9T 3 4 R IE 9T P
VG TR B2 B s R
1.2 Jiik RPBEEBREALERAR, KRR A M
2N (PCRO) ¥ i I i Jo3 938 1198 55 A Uk A v Zn'T'1
mRNA miR-542-3p MR IKKF-. R H IR %R 2 5L
A& EAT RNA I 42 5, ™ % 80 350 & Ul B 5 ilE A7
BefE, B2 L H & A RNA £ 0065 A%, n A PCR
FRAE R Z R AW E R A A RTQ-960 Y S5 i 5¢
St i PCR X (qPCR) AT Rz . 519 7 50 40 F
ZnT1 mRNA £ . E¥W 5% 5-TGATGGCTAT-

mRNA;

miR-542-3p; pathological characteristics; post-

TATGGAC-3", T Wi# 51 ¥ 5-GGAGCGTTTC-
CCAAGC-3";miR-542-3p ¥ : 514 5'-GGCG-
GTGTGACAGATTGATAA-3", F 51 % 5-CG-
GACTCATCGTACTCCTGCT-3', M 4. 95 °C
30 $,95 °C 5 5,55 °C 30 5,72 °C 30 s,4L 45 NEIH,
BRI 3 . R 20 i A A X R IR
K
1.3 SRR (1) LA i a9 4 20 S 55 2L
ZnT1 mRNA miR-542-3p HJ X F ik KFE, (2)
BN [A] g BHERR AR (M R de K AR 0 B SE RL  BE )
g L e B RIE RS MR 414 ZnT1 mR-
NA . miR-542-3p WFHXT R EKF, (3) BFH ARG HE 1
22022 4F 1 H 80008k MR E R OIE # TR G
RPN ERE R ZWEZ 0. (Dl 2l #H TAER
HE(ROC) #h 4k, ¥4 ZnT1 mRNA . miR-542-3p A%}
TR AT IR G & & M0
1.4 Seil2ghbEt R A SPSS25. 0 8k ik 17 B 4b
ML TSR T IE R IS K Oy 25 SRR I A A
EAS BOr 255 i R DL o £ s oK P4
PSR Al St FEAS ¢ K 3y, 22 4 I Lb A R O 22 4%
Br s THECGERE LU BB A 43 R 0K A ) L AR T X°
g, HHRHERShESRASEITEENERENA
Logistic Z R XM 1. R MedCalcll. 4 3
2244 ROC ik, P<<0.05 NZESAGIHFE L,
2 % R
2.1 A B 55 44 41 ZnT1 mRNA | miR-
542-3p FHXT R IB KM e B I B9 41 41 ZnT1
mRNA FIXJ 3R 35 7K - T8 55 41 21 (P <<0. 05) , 1M
miR-542-3p FAXF 35 KPR T 55 4 2L (P <<0. 05)
W1,

*x1 BRREAARESHLSE ZnTl mRNA . miR-542-3p

HIRIEKFLEE (x+s5)
HEHA n ZnT1 mRNA miR-542-3p
AL 92 0.72+0.13 0.7340. 14
9% 55 4L 41 92 0.4970. 09 1.04%0.17
t 13.953 13.502
P <<0. 001 <20. 001

2.2 OKTA) i BRREAE B BT A 21 ZnT1 mRNA,



. 282 EFAE¥AE 202342 A% 44 %% 38  Int ] Lab Med,February 2023, Vol. 44,No. 3

miR-542-3p B A X kK FE B e R 41 4L 7 FEHERRITE (P =>0. 05) , 595 B4 9% 41 41 2 4y
ZnT1 mRNA ,miR-542-3p MIXf Rk K FE S M@ &K b R IEHE k& (P<<0.05), L3k 2,

*x2 AEFESMERRBALST ZnTl mRNA miR-542-3p BIHE I RIEK FEEL B (2 +s5,7=92)

ZnT1 mRNA miR-542-3p
9 JEREAE n
MR 2R kK t/F p AR X IB K t/F r
Jif 988 $e K A%
<5 cm 50 0.7070.12 1.421 0.159 0.7570. 14 1.502 0.137
>5 cm 42 0.7440.15 0.7140.11
I FHL K A
BRI A 20 0.7140. 11 0.575 0.565 0.75+0.15 0.315 0.731
DO MR 28 0.74+0.15 0.72+0.13
IS8 IR 41 9 44 0.71+0. 11 0.734+0.12
I B 43 21
IR 28531 29 0.660.12 2.991 0. 004 0.79+0.14 3.169 0. 002
[SER] 63 0.75+0.14 0.70+0.12
Y%k
ik 534k 15 0.81+0.16 5.112 0. 008 0.83+0.16 6.587 0. 002
thar b 17 0.74+0.12 0.76+0.13
o 60 0.69+0.13 0.70+0.12
iy 32 i
P 51 0.7840.15 4.508 <<0. 001 0.6940.12 3.198 0. 002
i 41 0.65+0.12 0.78+0.15
2.3 RFEEEMWHERZSN 92 HlEEK U 2 8% 3 REELZHERRSH
20224 1 F ks 2 Bl KRG &k 32 Bl R & 58 B S KA 7
Bl RIGHE % 5HE % 0B H I ey gy R R S
BBMD | iR de KA g B 28 80 g 35 A7 | E IR 5 SRR T A 6(18.75) 1424, 14)
éi H?J‘ IETJ \Aﬁﬁ N ﬂﬁigi \/U'L({EEE D (ﬁﬁﬁ% Hﬁi—& ’ %E /D58 JB Jo 24 R 10(31. 25) 18(31.03)
WG T X (P>>0.05), MR B4 . 4L 20 i i B A 16(50. 00) 26(44. 83)
e BB AL Zo T mRNA miR-542-3p X im0 4127 0,042
ARIEIY W, 22 5% A 03T R X (P <0, 05) . I, R 6(18.75) 23(39. 66)
&3, N 26(81. 25) 35(60. 34)
=3 AEREEZNREARS M A2 ()] 2.225  0.026
e PR HE B4 E R X/ P i34 7(21.88) 8(13.79)
o Y ok 10(31. 25) 5(8.62)
AR T s %) 53.2678. 67 51.4749.14  0.906  0.368 M 15046, 88) 15077, 56)
PR 0] 0016 0.899 TR ()] 5356 0.021
£ 17(53.13) 30(51. 72) B 23(71. 88) 27(46. 55)
k'S 15(46. 88) 28(48. 28) = 9028, 13) 31(53. 45)
BMI(Z =5 .kg/m") 22,3471, 69 21.961.57  1.070  0.288 R0 () ] 0312 0856
MR AAELn ()] 0487 0.485 #inl 16(50. 00) 30(51.72)
<5 cm 19(59. 38) 30(51.72) it 5015, 63) 1101897
=5 cm 13(40. 63) 28(48. 28) wint 11634, 38) 1725, 31>
SREIZEn (90) ] 0.388 0.824

SRR E] (2 (90 ] 0.170  0.680




ERAHREFRL 2002352 A% 4 %% 38

Int ] Lab Med,February 2023, Vol. 44,No. 3

+ 283 -

g% 3 REEEAHNBRRZSH miR-542-3p, ¥4 logit(p) VE Ay 4 37 # 56 A8 Jt 2% il 000
. sk K% RJG 5 K ROC 2k, 25 5 BRI A A i v F
RS wm amwm T R EIN (P <0, 05) . % 6. 1,
<34 14(43.75) 28(48.28) x4 TEMERBR
=3/H 18(56. 25) 30(51. 72) AR A A T
BIHE(0)] PRl 72 Ak
i g ML 6(18.75) 10(17. 24) 0.032  0.858 RIGHEE H=0,/E=1
M PRI 2(6.25) 3(5.17) 0.071  0.789 F A%
] 2(6.25) 4(6.90) 0.014  0.906 o B 53 £ RGN =1, @9 =2
iR 1L I 39.38) 5(8.62) 0.071  0.790 HR5E R fe=1. s fb=2, 553 k=3
IR D] 3.656  0.056 i 938 11 H=0,/2=1
FA 5(15. 63) 20(34. 48) ZnT1 mRNA HARME
FAR+HATF 27(84. 38) 38(65. 52) miR-542-3p HAAME
P [n (V)] 8(25. 00) 13(22. 41D 0.077  0.781
WA [ (26 ] 7(21.8%) 12(20. 69) 0.017  0.895 100~
ZnT1 mRNAG =) 0.790.15 0.69£0,13  3.306  0.001 [
miR-542-3p(x 45) 0. 6740, 12 0.7740.14  3.407  0.001 80
2.4 RIFMLMZIHES 5o g8y ger
S3Ak JHR B R 141 ZnT1 mRNA , miR-542-3p 4H &L
XF R B K- H R WAL R Logistic [l 74 H /) ;‘_;E_
BT 25 SR B ORI 4140 ZnT1 mRNA 7 % 35 o~ ,
miR-542-3p {183 ik 22 36 011 I R0 S 3 R 2 X i Tt e
B (P<<0.05), L3 4.5, o ] H.*é‘l =
2.5 7ZnT1 mRNA,miR-542-3p #H %F & ik 7K - 751 i 0 2 1‘1)%_%;’;&) 80 100
AREZIHE A ZoT1 mRNA miR-542-3p A B 1 ROC #%%#H ZnT] mRNA miR-542-3p Bl
Logistic [H1H J7 #2 . e &0 & AR J5 & & 0 f Jy 72 . REELHHE
logit(p)=—28.003+1.201 XZnT1 mRNA—0. 930X
x5 REEEHNESEAESWT
EES B SE Wald X* p OR 95%CI
9o B 53 2% 0.550 0.411 1.793 0.195 1.734 0.499~6.025
HA ¥4k —0.275 0. 402 0.467 0.421 0. 760 0.286~2.018
i Jeg 92 i 0.613 0. 387 2.513 0.164 1. 847 0.572~5.693
ZnT1 mRNA 1.201 0. 350 11.769 <0. 001 3.322 1.592~6.934
miR-542-3p —0.930 0.326 8.139 0.006 0.395 0.204~0. 763
R —8.003 — — — —
TE — R RIS .
*6 ZnT1 mRNA miR-542-3p MM AR FE XM E
Ei=E7N it 28 T 1 A 95%CI x* T E ERTE (iR REE D R0
ZnT1 mRNA 0.762 0.661~0. 846 5.197 >0, 74 0.426 71. 87 70. 69
miR-542-3p 0.773 0.673~0. 855 5.628 <0.73 0.496 87.50 62.07
THEBE 0. 852 0.761~0.918 8.604 0.606 81.25 79.31
3 0% i AR I M2 R TG AN R A BB YL A, MR

JRUE R BT BeR 3w BB B2 Wy O A e S R BUR AR WA AT A SR O AT R X 20y 1 R
JH S 03 JB8 R85 97 OR AW g4 TH (R R & IR S S ARG PPl 1) (B A o 2208 3L



. 284 - Hirk %

E¥2E 20234 2 A% 44 %% 3 Int ] Lab Med,February 2023, Vol. 44,No. 3

In BAGEESE TR HESSEAR . KR
At R 2K AR S g i 36 5 L Ak TR 2 A
RO e RN, Zn fE AR SUR Ry ShfiE
BELL P RO 2RI — S b BUISE 45 A B A A i
AR 2 5EARMAEER, — 22 5MaR
Y 2 i /1N 760 48 T s 4N M 5 P 15 5 15 Fad Y Zn T
& In BB R R E BN . S 5 MAL Zn R, O
B HBFFEAESE . ZnT1 mRNA T il 8 20 20 40 g 74 36 34
S LU0 ZnT1 mRNA 7[5 BR8N g i 02 40 i A
Je A= 7% 1 otk Ak Fob Jg 40 B AT oA B R B AN i
A 0 A I3 A v o AR F R S TR 41 4 ZnT1 mRNA
()RR G 23R K S HEAT T A L 25 52 & B, 9 41 4N Zn'T 1
mRNA FIXFFRIKAT BT, 5 FIRBER A e —
LR ZnT1 mRNA 7] 8 2 5 i i o9 & A R e
oA TR IR IR IR I B RS % . BT R
= ARl R URE e R AE T VR T O R, I — 2K
TR I R AR AR R R TR YT, = s )
S M SRR A ) AR M B A0 e 22 0 i R R 40 i
S OB EE T L T 5 R BRB TR T A
97 R B — 8 S (E  ROUE LA 2058 AN AR 4k
W R B AL ZnT1 mRNA 33k 5 5% 3 4
£ A R AN R = R T S SN e A T |
ZnT1 mRNA "] 68 0T LAk I PR M i B 5 983 A= 9 24 47
b VAN A & KB R AL ROW S %, A B KL B
oA 15 VD 2 R e A T R SR AR AE R RN R L
EEERT X Z AR B ES ARk Rmh 2 kR
B ARBFIOR I Z M #E Logistic A 44T & 3L, g
B S ZnT1 mRNA & #£i8EARE & & W7 &
W RV ZE . A B AT RE A 431 AL A . G Jo U8 40 L 5 DA I
T B S B B 45 K d AR UE IR W BT LA S B A B A R
HTE B85 I 1 A 0 M T — o R R R 1 42
ZEAT R0 ZaT1 AR by 40 i 356 58 0 75 W) 5 Zn 1Y §5 32
DA, 24 L 2k 4 R 3 B0 B T Sy i g T 98 4 A g A B A
Bt A A A pE

miR-542-3p J&H I T & BLEY miRNA Z0% % 0 .
AE e S e M 25 A U8 T 3 35 PR AR E 2 (Survivin) BT 4
s mRNA /9 3" ui IE 4 % X, SEBXF Survivin 8 H %
I EFE Y . AN g R iR TR
AN miR-542-3p B B F M. AFREE
L9 20 21 miR-542-3p Rk K T 55 A 41 (P <0.
05,5 FRAFFE 4 R — B, A, AR KB, K
IR 41 41 miR-542-3p FRik 5 o P H U2 504k
PR R A 6, HLTT BB S 5 I e T R 2B W AT Ry A A
A, T FE R 2 miR-542-3p 2 ik Al HE ) 3
T EAE R A Survivin {2 S A T, BAE
¥ 7R » miR-542-3p A% 3% 35 B i I8 4 M 2 B g 0 B
SR A ) R BR B T 2 G 1 o T R O & R

TR Y EE AL 2 — B i TR 4 4 miR-542-
3p MK IR R k18 PR IR o P, AR BFSYA k BEL
JB2 5 968 4 21 miR-542-3p Ik 2 35 23 8 I fii Jig [ 98 AR
RJGE EZ KK, 1455 iR miR-542-3p MY AE HIHH
P, U8 5 5 988 2H 2 miR-542-3p 35 K F 7T K 1 IR
VAR ARG & & WU $2 it 2 % . ROC i 243 #r & 81,
ZnT1 mRNA miR-542-3p BA B A J5 & & B #h £k
A 0. 852, R K 81. 25%, K R E N 79.
31% , A B m WA A . (HARBEIE R 2 Z b7 F
i A B f O T 0 5 28 T BT R T A T TR i % AR O
HAAR 25 19 2 R 38 T i — DR .

ZE L RTIHR M B 4 4Uh Zn' Tl mRNA  miR-
542-3p FRIKIKT 5 9 B 43 G A 2L o Ak R =
SR PR IE A O, R G R I TT 4 m xR RS 2
KBTI KCRE

2% 3k

[1] SAMUDRA N,ZACHARIAS T,PLITT A,et al. Seizures
in glioma patients: an overview of incidence,etiology,and
therapies[ J]. ] Neurol Sci,2019,404(1) :80-85.

[2] VB, ZEAR e, 4= A0 R B R 255 3 R 97 o W o sk e ().
[ R 2 2 AR 25, 2019, 24(4) :182-185.

[3] YUAN Y,LIU T,HUANG X,et al. A zinc transporter,
transmembrane protein 163 (TMEMI163),is critical for
the biogenesis of platelet dense granules[]J]. Blood, 2021,
137(13):1804-1817.

[4] ZILIOTTO S.GEE ] M W,ELLIS I O, et al. Activated
zinc transporter ZIP7 as an indicator of anti-hormone re-
sistance in breast cancer[ ] ]. Metallomics, 2019, 11 (9):
1579-1592.

(5] JH & €3k M, 2289, %5, miR-542-3p %F AT 98 41 A 3% 1 24
AT IS AL R LT ] T R AR B 245, 2021, 33
(2):89-95.

[6] Singapore Cancer Network (SCAN) Neuro-Oncology
Workgroup. Singapore Cancer Network (SCAN) guide-
lines for systemic therapy of high-grade gliomal J]. Ann
Acad Med Singap,2015,44(10) :463-73.

[7] WESSELING P,CAPPER D. WHO 2016 classification of
gliomas[ J]. Neuropathol Appl Neurobiol, 2018, 44 (2)
139-150.

[8] PERRY A, WESSELING P. Histologic classification of
gliomas[J]. Handb Clin Neurol,2016,134(1):71-95.

[9] KUSKUCU A, TUYSUZ E C, GURKAN S, et al. Co-
polysomy of 1p/19q in glial tumors: retrospective analy-
sis of 221 cases from single center[J]. Gene, 2019, 701
(1):161-168.

[10] NISHITO Y,KAMBE T. Zinc transporter 1 (ZNT1) ex-
pression on the cell surface is elaborately controlled by
cellular zinc levels[ J]. J Biol Chem,2019,294(43) :15686-
15697. CF#&HS 289 TO



E Ml E¥AE 20234 2 A% 44 %% 38  Int ] Lab Med,February 2023, Vol. 44,No. 3

+ 289 -

S UMEE B R R IR S LT, h E 2R E %,
2018,21(10):1188-1192.

[3] JAVEED N,MATVEYENKO A V. Circadian etiology of
type 2 diabetes mellitus[ ] ]. Physiology (Bethesda),2018,
33(2):138-150.

(4 BRI AT JE P L 2R 2077, 48, B0AR 51 7T 106 2 1 K 0 2 AL
PR 50 B i A e B i RARBU R sz [ 0. 7 W BE AR
2224 ,2021,38(2) :376-380.

[5] YAGMUR E, BUERGERHAUSEN D, KOEK G H,et al.
Elevated CTRP1 plasma concentration is associated with
sepsis and pre-existing type 2 diabetes mellitus in critical-
ly ill patients[J].] Clin Med,2019,8(5) :661.

L6 fulsiafy . BT . 4 R 000 PR 3 22 407 1l v CTRP6 7K F B
XL A4 RHEE 2% ,2020,18(10) 1 1699-1701.

(7] mFEE, 5 K4 CTRP6 7 L WE £F 4k AL Al P B 18] 18] R 5%
ferb B9 O S LT ] [ B o a4 2% 5 L 2020, 47 (5)
298-304.

(8] REE B, (. BESHBORIT 2 BUBE IR BB 3 IR 5 R ILHT
it % CTRP6 Al CTRP12 K FARYF [T, 7 P £ 24
K2E24],2020,37(12) . 712-716.

(9] XVifh, Behi S, 5= W40 » %5, Irisin A Betatrophin 5 2 %I
DR B A AR DG RF L . v 8 R 5 0 M I 4 0 2
#,2018,19(13) :861-865.

(107 P2, XU T % . 55, LY PGC-la, Irisin 7K %) 2
P i A i A 8 A AL B TR A (L LD . T B A 5
PE2f 2% 3 ,2021,42(13) ; 1575-1579.

[11] YANG D.YANG Y,.LI Y.et al. Physical exercise as ther-

apy for type 2 diabetes mellitus: from mechanism to ori-
entation[ J |. Ann Nutr Metab,2019,74(4) :313-321.

(127 25 BH 00 6, 55 D 558, BTi2 8 2 BB R &8 3 I 0
CTRP6 5 [ & Z AT 19 AH SC e 52 [T . p 48 9 43 AR
47,2019, 35(10) : 843-847.

[13] ZHA M,REN X B,CHEN J,et al. Adipocytokine expres-
sion, platelet-to-lymphocyte ratio and TGF-1/Smad sig-
naling activity in diabetic patients complicated with pul-
monary infection [J]. J Int Med Res, 2020, 48 (6):
300060520926006.

[14] AHMED S F,SHABAYEK M I, ABDEL GHANY M E,
et al. Role of CTRP3,CTRP9 and MCP-1 for the evalua-
tion of T2DM associated coronary artery disease in Egyp-
tian postmenopausal females [ ]J]. PLoS One, 2018, 13
(12):e0208038.

(157 ahl, 2252380 20 MU . 5. 2 RUBS IR 9% & JF B0 Bk 8 2% il 35
Irisin fl SERPS /KFAZAL BB 52 [T ], [ B A 43 26 138 2
#5,2018,38(1) : 1-5.

[16] XUAN X, LIN J,ZHANG Y, et al. Serum irisin levels
and clinical implication in elderly patients with type 2 dia-
betes mellitus[J]. ] Clin Med Res,2020,2(9) :612-617.

[17] WANG Q.MA L,ZHANG Y.et al. Effect of sitagliptin
on serum irisin levels in patients with newly diagnosed
type 2 diabetes mellitus[J]. Diabetes Ther,2021,12(4) .
1029-1039.

(W B #1:2022-07-12 &8 H 1 .2022-10-28)

(LS 284 5O

(110 B 22 03, ) s e, 46 Mgl L AR e A vh A R 3R S
FER TR AE L] B AR R 24, 2018,39(3)
373-377.

[12] POLLOM E L,SOLTYS S G. A histologic low-grade gli-
oma with 7 gain, 10 loss-a wolf in sheep's clothing[]J]. Int
J Radiat Oncol Biol Phys,2021,109(5):1137-1138.

[13] DE LEEUW C N,VOGELBAUM M A. Supratotal resec-
tion in glioma: a systematic review [ ]J]. Neuro Oncol,
2019,21(2):179-188.

[14] BENDER K,PEREZ E.CHIRICA M, et al. High-grade
astrocytoma with piloid features (HGAP): the Charite
experience with a new central nervous system tumor enti-
ty[J]. ] Neurooncol,2021,153(1) :109-120.

[15] s 3. 4 Ik T2 . 55 A IRR IX 52 432 X i Jie 5 988
TR B2 L], rb B MR IR K, 2019, 46 (12) £ 622-626.

(167 ik - il A ARG , 55, Mg-Zn-Nd-Zr £ & 4 B 42 AT
P22 20 B T A A AR R R R LT 0. B b i o M 22 R B
A4 ,2021,48(4) : 343-348.

[17] FASKEN M B,CORBETT A H,STEWART M. Struc-

ture-function relationships in the Nab2 polyadenosine-

RNA binding Zn finger protein family[]]. Protein Sci,
2019,28(3):513-523.

[18] L1 Z,ZHANG P,FENG F,et al. Screening and interaction
analysis of key genes in miR-542-3p over-expressed os-
teosarcoma cells by bioinformatics[J]. Comb Chem High
Throughput Screen,2020,23(5):411-418.

[19] M, Ffh, E5 5. U/ RNA-542-3p 78 A g g S50 v
1A 3R 3K B XS At i 3 BE G B e 0 s [T ). vh A8 S g Ak
B2k ,2019,36(4) . 759-761.

[20] LYU H, WANG S, HUANG J, et al. Survivin-targeting
miR-542-3p overcomes HERS3 signaling-induced che-
moresistance and enhances the antitumor activity of pacli-
taxel against HER2-overexpressing breast cancer [ ] ].
Cancer Lett,2018,420(1):97-108.

[21] CHEN X,ZHANG Q,MA W, et al. The abnormal ex-
pression of microRNA-542-3p in hepatocellular carcino-
ma and its clinical significance[ J]. Dis Markers, 2018,
2018:3973250.

(W B 11 :2022-06-12 &[] H 1. 2022-09-28)



