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Abstract: Spatial omics technology is a modern hot biotechnology,which has a wide range of applications
and increasing influence. This paper introduces the concepts of spatial metabolomics, spatial proteomics and
spatial transcriptomics.as well as their technical characteristics in drug target analysis, tissue spatial distribu-
tion and cell spatial localization. This paper further focuses on the latest research progress of these spatial

omics technologies in metabolic diseases,tumor diseases and infectious diseases. It is expected to provide pow-

erful support for the research and treatment of diseases in the era of artificial intelligence.
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