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Abstract:Objective To analyze the expression levels of GATA binding protein 4 (GATA4) and Runt-as-
sociated transcription factor 2 (RUNX2) in benign meningioma tissue and their clinical significance. Methods
A total of 100 patients with benign meningioma admitted to the hospital from January 2013 to January 2017
were enrolled in the study. Reverse transcription-real-time fluorescent quantitative PCR(RT-qPCR) was used
to detect the expression levels of GATA4 and RUNX2 in benign meningioma tissues and adjacent tissues,and
the correlation between GATA4 and RUNX2 expression levels in benign meningioma tissues was analyzed.
The relationship between the expression of GATA4 and RUNX2 and the clinicopathological parameters of pa-
tients with benign meningiomas was analyzed. Kaplan-Meier survival curve was used to analyze the effect of
GATA4 and RUNX2 expression levels on the prognosis of patients with benign meningiomas. Univariate and
multivariate Cox regression analysis were used to analyze the independent risk factors of recurrence in patients
with benign meningioma. Results Compared with the adjacent tissues, the expression levels of GATA4 and
RUNX2 in benign meningioma tissues significantly increased (z=29. 21,10. 73,P<C0. 05). The expression lev-
els of GATA4 and RUNX2 in benign meningiomas were positively correlated (r=0.218,P =0.029). The ex-
pression levels of GATA4 and RUNX2 in benign meningiomas were related to the maximum diameter of
tumors, peritumoral edema and Ki-67 index(P<C0. 05). The recurrence rate of benign meningiomas with high
GATA4 expression and high RUNX2 expression was higher (P < 0. 05). High GATA4 expression, high
RUNX2 expression, maximum tumor diameter >5 cm, peritumoral edema and Ki-67 index==>4% were inde-
pendent risk factors for recurrence in patients with benign meningiomas (P <C0. 05). Conclusion GATA4 and

RUNX2 are the reference markers for predicting recurrence in patients with benign meningiomas.
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