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Abstract: Objective To investigate the expression of serum long non-coding RNA(IncRNA) small nucle-
ar RNA host gene 11(SNHG11) and microRNA(miRNA) miR-27b in patients with colorectal cancer and their
relationship with prognosis. Methods A total of 94 patients with colorectal cancer admitted to Guangzhou
Zengcheng Hospital of Traditional Chinese Medicine from January 2016 to January 2018 were enrolled in the
study as the colorectal cancer group. Ninety-four patients with benign colorectal diseases who were treated in
the hospital during the same period were enrolled in the study as the colorectal cancer benign disease group. In
addition, 94 healthy people were enrolled as the control group. The serum levels of IncRNA SNHG11 and miR-
27b were compared among the three groups. Patients in the colorectal cancer group were divided into different

subgroups according to clinical characteristics,and the levels of IncRNA SNHGI11 and miR-27b were compared
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between subgroups. The patients were followed up for 3 years,and they were divided into survival group and
death group according to their state of survival,and the levels of IncRNA SNHG11 and miR-27b were com-
pared between the two groups. The receiver operating characteristic (ROC) curve was used to analyze the val-
ue of IncRNA SNHGI11 and miR-27b levels in evaluating the prognosis of patients. Based on the average levels
of IncRNA SNHGI11 and miR-27b in colorectal cancer patients,the patients were divided into high- and low-
expression groups.and the cumulative survival rate of the two groups was analyzed by K-M survival curve. Re-
sults Compared with the control group and the colorectal benign disease group,the serum level of IncRNA
SNHGTI11 in the colorectal cancer group was lower, while the level of miR-27b was higher (P <C0. 05). Sub-
group analysis showed that the levels of IncRNA SNHGI1 and miR-27b were related to lymph node metasta-
sis and TNM stage (P<C0. 05). Compared with the survival group,the death group had significantly lower lev-
el of IncRNA SNHG11 and a significantly higher level of miR-27b(P <C0. 05). ROC curve analysis showed that
the best cut-off value of IncRNA SNHGI11 for evaluating the survival prognosis of patients was 3. 883,and the
AUC was 0. 868. The best cut-off value of miR-27b for evaluating the survival prognosis of patients was
3.971,and the AUC was 0. 51. After 3 years of follow-up,36 of 54 cases in IncRNA SNHGI11 high-expression
group survived,with a cumulative survival rate of 66. 67% ,and 16 of 40 cases in IncRNA SNHG11 low-ex-
pression group survived,with a cumulative survival rate of 40. 00%. There was a significant difference in the
cumulative survival rate between the two groups (P <C0. 05). Eighteen of 43 cases in the miR-27b high-expres-
sion group survived, with a cumulative survival rate of 41. 86 % ,and 34 of 51 cases in the miR-27b low-expres-
sion group survived, with a cumulative survival rate of 66. 67%. There was a significant difference in the cu-
mulative survival rate between the two groups (P <C0. 05). Conclusion The serum level of IncRNA SNHGI11
decreased in patients with colorectal cancer, while the level of miR-27b increased. The levels of IncRNA
SNHG11 and miR-27b are related to lymph node metastasis and TNM stage, which can be used as an auxiliary

indicator for the evaluation of the survival prognosis of patients.
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