e 480 - [T dn B e’ 2023 48 2 A % 44 %% 4 31  Int ] Lab Med,February 2023, Vol. 44, No. 4

e

i E
IncRNA SNHG10 T miR-154-5p ¢ 3E /]~ 2 At Bifi 5 28 B 39 22 i

7]‘;;&;:&19'%‘\ ’1& a'ﬁ%'j’ v,
BETHEINTEARER: 1. WEA;2. R R ESFH. L5 &@E 226100

W OE.BH >4 K4 E %A RNA(LncRNA) 4= RNA 5 £ £ B 10(SNHG10) i@ 1T i 45 44 #% )
RNA-154-5p(miR-154-5p) 33 3k > 2w B A 5% (NSCLC) 4 JiL 38 38 i E B R ¥ B B (PTX) W 569 %k, AiE k9t
¥ A NSCLC A549 #m it , R ALEE 4 R F) J k2, 4 #1932 A pcDNA-SNHG10 42 . pcDNA B # 2t B (pcDNA-NC)
20 . miR-154-5p 474 4 (anti-miR-154-5p) 48, 47 %) 4 B M F B (anti-NC) 28, miR-154-5p & /A 4 (mimics) +
pcDNA-SNHG10 £8 . mimics P % 2 B (miR-NC) + pcDNA-SNHG10 28, 5 8 3 & & % PCR(qPCR) # 0 41 &,
F SNHG10.miR-154-5p #9 & 5 ;s MTT A 20 #3875 & PTX # & 14 ; Transwell 4 0 28 f8 3T 45 42 225 W3
KXEBRE LB N SNHGI0 5 miR-154-5p ¢9#ed) £ % ; Western blot 340 % ha2h4a £ % & 1(MRPD) .
B e 6 e R G (MCMP) \Bel-2 . Bax K-F., £8 it 4k SNHGI0 K #74) miR-154-5p &% 5, A549 %
M, PTX IC,, 44 . it # & 42 % fm i3 . MRP1 . MCMP % Bcl-2 & & T K, 20 Jo 34 58 37 4] & % Bax & @ K-FH+ 5
(P<C0.05), SNHGI10 #i#84% miR-154-5p, £ miR-154-5p 7Ti# # SNHG10 it & ik s+ A549 @m g PTX IC50
144 12 % 3838 . MRP1,MCMP, Bcl-2,Bax & & # % & (P <{0.05), #i¢ SNHGI10 7 i if ¥ & miR-
154-5p 4ph) A549 Zm i3 78 45 A% & .42 & A549 @ jie PTX B & 1

KRR K4k 3F % 40 RNA /442 RNA ﬁ—i%lﬂ 105 #% > RNA-154-5p; dEtmpoiliss; ¥z; it
% RAEBEAY

DOI.10. 3969/]. issn. 1673-4130. 2023. 04. 020 FEESFES:R1446.61

MEHE:1673-4130(2023)04-0480-06 XEktRERD A

Effects of IncRNA SNHG10 down-regulation of miR-154-5p on
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Abstract: Objective To analyze the impacts of long non-coding RNA (LncRNA) small nucleolar RNA
host gene 10 (SNHG10) on proliferation, migration and paclitaxel (PTX) resistance of non-small cell lung
cancer (NSCLC) cells by sponging microRNA-154-5p (miR-154-5p). Methods Human NSCLC A549 cells
were cultured in vitro and randomly transfected with different plasmids, which were recorded as pcDNA-
SNHG10 group,pcDNA negative control (pcDNA-NC) group,anti-miR-154-5p group.inhibitor negative con-
trol (anti-NC) group,miR-154-5p mimics+pcDNA-SNHG10 group,and mimics negative control (miR-NC) +
pcDNA-SNHGI10 group,respectively. gQPCR was performed to measure the expression of SNHGI10 and miR-
154-5p in cells. MTT assay was performed to measure cell proliferation and PTX sensitivity. Transwell was
implemented to measure cell migration and invasion;a dual-luciferase reporter assay was performed to meas-
ure the targeting relationship between SNHG10 and miR-154-5p. Western blot was performed to measure the
levels of multidrug resistance-related protein 1 (MRP1), minichromosome maintenance protein (MCMP) , Bcl-
2,and Bax. Results After overexpressing SNHG10 or inhibiting the expression of miR-154-5p,the PTX IC50
value, migration and invasion cell numbers, MRP1, MCMP and Bcl-2 proteins of A549 cells decreased, while
the cell proliferation inhibition rate and Bax protein level increased (P <C0. 05). SNHG10 negatively regulated
miR-154-5p. Up-regulation of miR-154-5p was able to reverse the effects of SNHG10 overexpression on PTX
IC50 value, migration, invasion, proliferation, MRP1, MCMP, Bcl-2, and Bax proteins of A549 cells (P <C
0.05). Conclusion SNHGI0 can inhibit the proliferation, migration and invasion of A549 cells by targeting
miR-154-5p,and improve the PTX sensitivity of A549 cells.
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