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Relationship between serum IncrNA-TUSC7, LNcerNA-UCAT and vasculogenic mimicry
in patients with esophageal squamous cell carcinoma and its significance”
LI Jie' ,LI Meifang',LUO Li*,ZHANG Lizia' ,ZHU Xiaolin'
1. Department of Oncology ;2. Department of Rehabilitation Medicine sthe First
Hospital of Handan , Handan » Hebei 056000,China
Abstract: Objective To investigate the relationship between the expression of long non-coding tumor sup-
pressor candidate gene 7 (IncRNA-TUSC?7) and long non-coding urothelial carcinoma associated gene 1 (In-
cRNA-UCA1) and vasculogenic mimicry (VM) in patients with esophageal squamous cell carcinoma (ESCC).
Methods 133 patients diagnosed with ESCC in a hospital from March 2020 to December 2021 were retrospec-
tively analyzed and divided into VM group (n=76) and NON-VM group (n=57) according to whether they
had formed VM. The expression of IncRNA-TUSC7 and IncRNA-UCAI1 in serum of 2 groups were detected
by real-time fluorescence quantitative PCR (qPCR). The relationship between IncRNA-TUSC7 and IncRNA-
UCAT1 expression and different clinical parameters of ESCC patients was analyzed. Spearman correlation coef-
ficient was used to analyze the correlation between IncrNa-Tusc7 and IncRNA-UCA1 expression and VM gen-
eration. The predictive efficacy of receiver operating characteristic curve (ROC curve) analysis combined with
IncRNA-TUSC7 and IncRNA-UCA1 for VM formation in ESCC patients. Results Compared with the non-
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VM group,the expression of IncRNA-TUSC7 in VM group was significantly decreased, while the expression
of IncRNA-UCA1 was significantly increased, with statistical significance (P <Z0. 05). IncRNA-TUSC7 was
closely associated with tumor differentiation, clinical stage,lymph node metastasis and whether VM occurred
in ESCC patients (all P<C0. 05). The results showed that IncRNA-UCA1 was closely correlated with tumor
differentiation,clinical stage,lymph node metastasis,invasion degree and VM occurrence in ESCC patients (all
P<C0.05). Spearman correlation coefficient showed that IncRNA-TUSC7 was negatively correlated with VM
generation (r=—0.782,P<C0. 001),while IncRNA-UCA1 was positively correlated with VM generation (r=
0.766,P<C0.001). ROC curve showed that the area under the curve of IncRNA-TUSC7 and IncRNA-UCA1
combined detection was significantly higher than that of single detection (Z=2. 428, P <C0.05),with a sensi-
tivity of 89.40% and specificity of 83. 20 % ,showing high diagnostic efficiency for ESCC occurrence VM. Con-
clusion For patients with ESCC with VM, the expression of IncRNA-TUSC7 is decreased and the expression
of IncRNA-UCAT is increased. The postoperative VM can be evaluated by monitoring the above serum indica-

tors regularly,and corresponding measures can be taken to prevent the further development of the disease in

time.
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