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Investigation of MTHFR C677T gene polymorphism in childbearing age women in Nanning region”
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Abstract: Objective To investigate the distribution characteristics of gene polymorphisms of methyle-
netetrahydrofolate reductase (MTHFR) C677T among women of childbearing age in Nanning region,provide
the genetic basis for scientifically guiding women of childbearing age to supplement of folic acid and prevent
cardiovascular and cerebrovascular diseases. Methods From July 2020 to March 2022,4 157 women in Nan-
ning region who underwent pregnancy and pre-pregnancy examination in the obstetric clinic of Guangxi Inter-
national Zhuang Medical Hospital were selected, include 3 867 cases of Zhuang nationality and 290 cases of
Han nationality. The Genotype of MTHFR C677T was detected by PCR fluorescence quantitative detection
method. The distribution of MTHFR C677T gene polymorphisms among women of childbearing age in Nan-

ning were analyzed statistically,then the results were compared with data of women in other regions had been

x  ELTE.S T E 2 k] RO S 335 4 05 H (2019BS042) 5 7P W E A X TR R R A B R S H B %R B S
(Z20170039) ;78 H otk B2 = e AR #2% B0 B (B [2021]33 5.,
VEE® A LI L R LR FENE S TRWE05E.,  © BE/EE . E-mail: pengqld5@163. com,



+ 652 - EfrbhEF4F5 20234 3 A% 44 %% 6 Int] Lab Med,March 2023, Vol. 44,No. 6

The frequencies of MTHFR C677T gene polymorphisms CC,CT and TT among
women of childbearing age in Nanning region were 58. 8% ,35.1% and 6. 1% ,and the frequencies of alleles C
and T were 76.3% and 23. 7%. The frequencies of MTHFR C677T gene polymorphisms CC,CT and TT in
Zhuang women of childbearing age were 58. 5% ,35. 3% and 6. 2% ,and the frequencies of alleles C and T were
76.1% and 23.9%. The frequencies of MTHFR C677T gene polymorphisms CC,CT and TT in Han women
of childbearing age were 63.1%,31. 7% and 5. 2% ,and the frequencies of alleles C and T were 78. 9% and

21.1% respectively. There was no significant difference in the genotype frequency and allele frequency of

reported in China. Results

MTHFR C677T gene polymorphism between Zhuang and Han women of childbearing age in Nanning region
(P>>0.05). The MTHFR C677T gene polymorphism among women of childbearing age in Nanning region
was compared with the data of women in other regions had been reported in the literature,it was founded that
the frequencies of CT and TT genotypes and mutant allele T gene were significantly different from that of Shi-
jiazhuang, Shanxi, Kaifeng, Lanzhou, Wuhan, Jiangxi,Beijing and Guangdong (P <C0. 05) ,and it was not differ-
ent from Haikou (P >>0. 05). The frequencies of CT,TT genotype and mutant allele T gene in Shijiazhuang,
Shanxi,Kaifeng, Lanzhou, Wuhan, Jiangxi,Beijing and Guangdong were higher than the women of childbearing
age in Nanning region. The frequency of mutant allele T gene in northern region such as Beijing (56. 8%) ,Shi-
jiazhuang (64.4%), Lanzhou (47. 4%),Shanxi (55. 43%) and Kaifeng (63. 7%) were higher than that in
southern region such as Wuhan (39. 3%), Jiangxi (37. 8%), Guangdong (29. 2%), Nanning (23. 9%) and
Haikou (22. 9%). Conclusion

childbearing age in Nanning are not different among races,but different from those in other regions in China.

The distributions of MTHFR C677T gene polymorphisms among women of

About 41. 2% of women of childbearing age in Nanning region have the risk of folate metabolism disorder
(CT type and TT type).

Key words: Nanning region; methylenetetrahydrofolate reductase; gene polymorphism

5 10-E Y 3 U S0 I R i S il (MTHFRO S IR b SS9 BTy o IR I 5 5 412 3t 188 2 2 AR 01
PRI AR L e R 14 P A AE R IR Y G5 1 BRI EFE

ity , FC 3 AR AR e i R A B ok 5,10 EE 11 —REERE BB 2020 4F 7 & 2022 4 3 A F|

DU SR A HAG AR W2 T e Y S-SR U A TR .
5-FJE U Ui R W DA aE — 20 E A PR O A% 32 3 B L 58 i
[vi) 764~ Jo 2 1 174 T R LA B )45 DNA H 564k
AR 10T G A 32 It F 6 O ol 45 ol v i ) 28 o i
AR LA, MTHFR 4 677 i RN £
BES R 3 FhIEH AL CCCEF AR (CT (A A
M TT A FZEAERD) A i e A 2 AR T o il 1 0 7 A
IRESE PR AR, i R Y AR 2 e R AR W A 3 UK
DAY I 75 1 T 2 7K P o AT A [ 26 2 e 1 1) R 8%
o VR Y [ 7R o S 2 0 I O D B A, S
T A SO R EY L BFgs R, 2210 R L
(14 22 T T e 2 80 BB o L 6 R 0 G L iR I 2 L AT
v I R KT 7 3 5 MTHFER C677T %
AR PIMI N MTHFR C677T 3 IH £ 450 B A5
X225 v HOaT o M T X F 8 & MTHFR
C677T Jk K 225 43 A 43 BT 14 AH JC T 5% Hi i 4 2, AR
B TEM IR T LI B W M MTHFR C677T %A
2 A AR RRAE , I 5 SCHR R A 1 b DX B3
TR, 1 iz X F 8 L MTHFR C677T 4 [
LA ME I B AL A RRAE R 1% KR 2 3 3 2 0] o R

TV Bt B2 BE BE 7= B 1192 AT 4R a4 A A Y
ML 4 157 M), oot g 3 867 il LK 290 i,
B (30, 00E4. 69) % . A0 A5 1 Sy Ja 4 Hh 4%
pisSpo R ER 3 AW & Ty R NS
55 = H8 An CUT I AG DB B T e RN I R A5 34 0
HE IR A O W 1055 PR L B S e M e L i R R
B A AR A s R AR ST )T Y I Bk 2R R B
e R ZE B b (R BE AT HIE 5. 20181201)

1.2 AUE5EH senseob e & PCR P34 40k I
7% A A W B s B ) B A2 77 SLAN-96P A, MTH-
FR C677T # A & B IR 28 ARk 8 A= ) A PR )
(CEP S . 20211201)

1.3 Hik

1.3.1 BRARE  FERREEIS IR 4R 45 B 58 4 5 4b
JEE Bk 2 mL, Z WU 2R e hi s REARE T
4~8 CH-AE 1 JE P 58 S

1.3.2 HEHEZEMEEW R IEEFOE = PCR
K 7 vk 5 MTHFR C677T i 5 5 K £ &
PCR &R & 20 pl:4 pL FRIEEA DNA BH, 10
pL PCR R AW (PCR 28 wil S A0 88 I A% 1 — 1%



E AT EF 2% 2023 4 3 A% 44 %% 6 1 Int ] Lab Med,March 2023, Vol. 44,No. 6 * 653 -

2 Taq BABH AR 0. 25 pL, WFEK 5.75 pl, ¥
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