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Abstract:Objective To explore the differences of gene expression in chloasma based on GEO database
and to analyze the functional pathways regulated by differentially expressed genes. Methods April 2021 was
taken as the time cut-off point,chloasma related gene expression profiles were screened based on GEO data-
base, "chloasma" was selected as the screening condition,"human" as species type. GEO2R was used to ana-
lyze the differential gene expression of chloasma,and KEGG analysis was performed for pathway enrichment.
Key genes and protein targets were identified by protein-protein interaction (PPI),and differential gene ex-
pression was analyzed. Results According to the GEO database,a total of 34 differential genes were screened,
including 16 up-regulated genes and 18 down-regulated genes. KEGG showed that there were 13 significantly
enriched signaling pathways in chloasma (P <C0. 05),mainly related to melanin generation,a variety of signal
pathways,Gap connection and so on. GO functional analysis showed that among the top 30 significantly en-
riched entries,biological processes included enzyme-linked receptor protein signaling pathway, membrane re-
ceptor tyrosine kinase signaling pathway,cell components included nuclear lumen,nucleolus,organelle lumen,
and molecular functions included binding enzymes and DNA-dependent transcriptional upregulation,and the

like. STRING analysis showed that the top 5 genes in the core network containing 2 453 genes extracted from
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the PPI network were TYRP1,GDF15,MITF,NRF2 and Beclinl,the above five genes were the most critical
genes expressed with related to the
Conclusion TYRP1,GDF15,MITF,NRF2,and Beclinl are the main genes that affect the formation of chloas-

ma,which may affect the metabolism and deposition of melanin through various signaling pathways,receptor

in patients chloasma and were pathogenesis of chloasma.

binding, DNA transcription regulation and other pathways, leading to the occurrence and development of

chloasma.
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