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Abstract : Interleukin-6 (I1L.-6) is a multifunctional cytokine that can bind to its own receptors and play bio-

logical roles through signal transduction. IL.-6 plays a pathophysiological role in the occurrence,development

and outcome of various diseases,including inflammation and tumor. Studying the biological characteristics of

11-6,its signal transduction mechanism mediated by different receptors and the influence of gene variation on

health and disease will help to better treat related diseases. Therefore, this article introduced 11.-6,its physio-

logical functions and characteristics, transcriptional regulation, signal transduction mechanism and targeted

therapy,so as to provide reference for drug design and clinical treatment of related diseases targeting 11.-6 sig-

naling pathway.

Key words:interleukin-6; gpl130;
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