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Correlation between SORBS1 expression level and inflammation markers in
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Abstract: Objective To investigate the correlation between Sorbin and SH3 domain-containing protein 1
(SORBS1) expression levels and inflammatory markers in peripheral blood of patients with ischemic stroke.
Methods A total of 64 patients with ischemic stroke admitted to the Department of Cerebrovascular Disease
of the Sixth Affiliated Hospital of Guangzhou Medical University from May 2020 to February 2021 were se-
lected as the case group,another 64 healthy people undergoing physical examination during the same period in
the hospital were selected as the control group. C-reactive protein (CRP) ,interleukin-6(1L.-6) , serum amyloid
A (SAA),and homocysteine (Hcy) were measured by using Roche automatic biochemical analyzer. Serum
SORBSI levels were determined by enzymic linked immunosorbent assay (ELISA). The SORBS1 promoter
methylationlevel was measured by bisulfite sequencing PCR (BSP). The expression level of SORBS1 was de-
tected by qRT-PCR and Western blot. The correlation between SORBS1 expression level and inflammatory
markers was determined through Spearman correlation analysis. Results CRP,IL-6,SAA and Hcy levels were
significantly higher in the case group than those in the healthy control group(P<C0. 05). The mRNA level of
SORBSI1 was significantly decreased in the case group compared with that in the healthy control group(P <<
0. 05). There was no statistically significant difference in the expression of SORBSI protein between the case
group and the control group(P >>0. 05). The relative expression level of SORBS1 mRNA in peripheral blood
was negatively correlated with the levels of CRP,I11L.-6 and SAA(r=—0. 763, —0. 814, —0. 735, P<C0. 05).

Conclusion The levels of inflammatory markers in peripheral blood of patients with ischemic stroke increase,
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and the expression of SORBSI mRNA decreases. SORBS1T mRNA level is negatively correlated with the level

of inflammatory markers. SORBS1 gene may be a potential biomarker for inhibiting inflammatory response in

patients with ischemic stroke.
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RT-R TTTTGCTGTTCTCGATTGTGTTG
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