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Abstract: Objective To investigate the expression of long non-coding RNA (IncRNA) tissue differentia-
tion induced non-protein coding ( TINCR) in serum exosomes and tissues of patients with triple negative
breast cancer (TNBC) ,and to explore the relationship between its expression level and the occurrence and de-
velopment of TNBC. Methods A total of 83 patients with TNBC admitted to the hospital from January 2017
to January 2019 were selected as the TNBC group.62 non-TNBC breast cancer patients were selected as the
non-TNBC group,and 60 healthy physical examination subjects were selected as the control group. The ex-
pression of IncRNA TINCR in serum exosomes and cancer tissues was detected, the correlation between the
expression of IncRNA TINCR in serum exosomes and cancer tissues was analyzed, and the relationship be-
tween the expression of IncRNA TINCR in serum exosomes and cancer tissues and the clinical characteristics
and prognosis of patients was analyzed, and the receiver operating characteristic (ROC) curve was drawn to
analyze the diagnostic value of IncRNA TINCR expression in serum exosomes for TNBC. Results The ex-
pression level of IncRNA TINCR in serum exosomes of TNBC group was higher than that of non-TNBC
group and control group (P<C0. 05). The expression level of IncRNA TINCR in serum exosomes of non-TN-
BC group was higher than that of control group (P<C0. 05). The expression level of IncRNA TINCR in cancer
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tissues of TNBC patients was significantly higher than that in adjacent tissues of TNBC patients and cancer
tissues of non-TNBC patients (P <C0. 05). Pearson correlation showed that there was a significant positive cor-
relation between the expression level of IncRNA TINCR in cancer tissues and serum exosomes (P <C0. 05).
The increased expression of IncRNA TINCR in serum exosomes and cancer tissues was associated with T
stage, N stage and grade of TNBC patients (P <C0. 05). ROC curve results showed that the area under the
curve of the expression level serum IncRNA TINCR for diagnosing TNBC was 0. 772. By the follow-up time,
a total of 12 TNBC patients died,with an overall survival rate of 85.54%. The mortality of patients with high
expression of IncRNA TINCR in cancer tissue was higher than that of patients with low expression (P <<
0. 05). The expression level of IncRNA TINCR in cancer tissues and serum exocrine tissues of dead patients
The expression of IncRNA TINCR in serum exo-

somes and cancer tissues is up-regulated in TNBC patients, which has certain application value for TNBC diag-

was higher than that of survivors (P <C0. 05). Conclusion

nosis and disease judgment.
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