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Association of serum miR-3065-3p and CRLF1 with pathological features of colon
cancer and assessment of the value of the risk of postoperative liver metastasis”
GAO Chao s XIE Bo*”
Liaocheng People’s Hospital sLiaocheng s Shandong 252004 ,China
Abstract : Objective To analyze the relationship between serum microRNA-3065-3p (miR-3065-3p) ,cyto-
kine receptor-like factor 1 (CRLF1) and the pathological characteristics of colon cancer and the value of asses-
sing the risk of liver metastasis after colon cancer surgery. Methods A total of 152 colon cancer patients ad-
mitted to Liaocheng People's Hospital who underwent surgery from January 2018 to January 2019 (colon
cancer group) were selected and divided into 28 cases in the liver metastasis group and 124 cases in the no liver
metastasis group according to whether they had liver metastasis after surgery,and another 65 healthy people
with physical examination during the same period (control group) were selected and serum miR-3065-3p and
CRLF1 mRNA levels were detected by qRT-PCR. Pearson correlation coefficient was used to analyze the cor-
relation between serum miR-3065-3p and CRLF1 mRNA expression in colon cancer patients,and to analyze

the relationship between the two and clinicopathological features. MultivariatelLogistic regression was used to
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analyze the risk factors of postoperative liver metastasis in colon cancer patients,and the value of serum miR-
3065-3p and CRLF1 mRNA expression in assessing the risk of postoperative liver metastasis in colon cancer
Serum miR-3065-3p ex-

pression in the colon cancer group was higher than that in the control group,and CRLF]I mRNA expression

patients was analyzed using receiver operating characteristic (ROC) curve. Results

was lower than that in the control group (P <C0. 001). Pearson correlation coefficient analysis showed that
miR-3065-3p was negatively correlated with CRLF1 mRNA expression in colon cancer patients (r =—0. 750,
P<C 0.001). There were statistically significant differences in the expression of miR-3065-3p and CRLF1 mR-
NA in the serum of colon cancer patients with different vascular invasion, TNM stage,and lymph node metas-
tasis(P<C0. 05). MultivariateLogistic regression analysis showed that vascular invasion (OR =3. 644,95%CI .
1.544—8.601), TNM stagelll (OR =3.913,95%CI:1.398—10.957),lymph node metastasis (OR = 3. 706,
95%CI:1.547—8.877),CRLF1 mRNA (OR=3. 338,95%CI:2. 001 —5.568) were independent risk factors
for postoperative liver metastasis in colon cancer patients,and miR-3065-3p (OR =0. 823,95% CI ;0. 741 —
0.914) was an independent protective factor (P<C0. 05). ROC curve analysis showed that the area under the
curve (AUC) for serum miR-3065-3p and CRLF1 mRNA expression alone and in combination to assess the
risk of postoperative liver metastasis in colon cancer patients were 0. 797,0. 784 and 0. 888, respectively, with
sensitivities of 57.14%5,57.14% and 82. 14 % and specificities of 89.52% ,89.52%,87.10%. The AUC of ser-
um miR-3065-3p and CRLF1 mRNA expression combined to assess the risk of postoperative liver metastasis
in colon cancer patients was greater than that of the two alone (all P<C0. 05). Conclusion Serum miR-3065-
3p is highly expressed and CRLF1 mRNA is lowly expressed in colon cancer patients, both of which are closely
associated with colon cancer vascular invasion, TNM staging.lymph node metastasis and postoperative liver
metastasis,and the combination of which is of good adjunctive assessment value for postoperative liver metas-
tasis in colon cancer.
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