+ 1080 - EfFiESLR200234F5 % 44 %% 98 Int ] Lab Med,May 2023, Vol. 44,No. 9

ATGS ZEEBZERSSMS HE At XXk
N Bt 1% 5 BRI XM 32

ERER O BLREER 5
1. RARE T AEEF F LE KRR EA RS, w9 A 61000052, w1 K3
£/ ERLEESH, @ RE 610041
H OE.HR Rt AEMAAR-SATG) £HFm 5505 7 B & & i R iRk AR 242 K 58 K e 6
FEAM, Fik 2014 F 1 AZE2016F 2 A AN XFEBERE 900 4 Fsh il &5 (&)
1534 B4 Bt B (i RATBADBATAHR, RAHMAE S EBERR N AR > AFE AT ATGS 2B Loy 9 A
$AF B % A M (SNP) 4% % (rs10484575, rs11754416, rs9486302, rs2284193, rs117827198, rs633724 .
rs79454666 177441653 . rs3804338) AT A B 5 A, IR 9 A SNP A2 S ey FAE A B E AR A R FAHEA 5
A fe B 45 A 4R Fo i R S PR 4L 18] 89 £ ¢, 5F KA Haploview 4. 2 R 3 /T R R P H A LR >4, R W
i G st BB ATGS A B rs10484575,rs11754416 A B B F £ F A it 5 & L (P =0.035,0. 045) ,
rs10484575 # A A 4 K B 69 A4k & M 25 4009 W 4K (OR = 0. 711,95% CI : 0. 546 ~0. 926, P =0.011),
rs11754416 454 A 545K B 69 MK B 2 4209 R AR (OR =0. 717,95 %CI ;0. 549~0. 936, P =0.014) , &
H AR M7 B 7, 1510484575, rs11754416 it fe 2 AR 5 M 4 B 5 BB BEAKA L. F o, rs10484575,
rsl11754416 Z 18 A £ 3% & B R P45 (- >96 %), B A EAF A BER 5 A £ F A %3t F & L (P=0.011,0.016),
ATGS 4 7 A SNP 42 8 M A At xR F £ FH R AT FEL(P>0.05), & ATGS AR
SNP rs10484575.rs11754416 T a5 & B & dg 3 K ik ABE M 25 4% ) R te B %,
KB ML, ASMAAR-S; SHAMNE; REFHRIZI®R
DOI:10. 3969/j. issn. 1673-4130. 2023. 09. 012 REESES R521
XEHS:1673-4130(2023)09-1080-05 XHktRERD A

Correlation between ATG5 gene single nucleotide polymorphism and pulmonary
tuberculosis susceptibility of Han population in southwest China
JIANG Minhui'* .ZHOU Juan®,ZHAQ Zhenzhen® ,ZHOU Yi*®
1. West China Precision Medicine Industrial Technology Institute ,Chengdu ,
Sichuan 610000,China ;2. Department of Laboratory Medicine ,West China Hospital ,
Sichuan University ,Chengdu ,Sichuan 610041,China

Abstract: Objective To explore the correlation between autophagy associated gene-5 (ATG5) single nu-
cleotide polymorphisms and the risk of pulmonary tuberculosis in the Han population in Southwest China.
Methods From January 2014 to February 2016,900 patients with active pulmonary tuberculosis (tuberculosis
group) and 1 534 healthy controls (healthy control group) in West China Hospital, Sichuan University were
enrolled in the study. Nine single nucleotide polymorphism (SNP) loci (rs10484575,rs11754416,rs9486302,
rs2284193,rs117827198,1s633724,1rs79454666,rs77441653,rs3804338) of ATG5 gene were identified by a no-
vel multi-enzyme binding reaction genotyping technique. The distribution differences of allele frequencies, gen-
otypes and genetic models of the 9 SNP loci between the pulmonary tuberculosis group and the healthy control
group were compared,and Haploview 4. 2 software was used to analyze the linkage disequilibrium and haplo-
type. Results The genotype frequencies of ATG5 gene rs10484575 and rs11754416 in pulmonary tuberculosis
group and healthy control group were statistically significant (P =0, 035,0. 045),rs10484575 carrying the A
allele had a reduced risk of tuberculosis (OR =0.711,95%CI ;0. 546—0.926,P =0.011) ,rs11754416 carrying
the A allele had a reduced risk of tuberculosis (OR =0, 717,95%CI :0. 549—0. 936,P =0. 014). Genetic model

analysis showed that the additive and dominant models of rs10484575 and rs11754416 were associated with re-
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duced susceptibility to pulmonary tuberculosis. At the same time,rs10484575 and rs11754416 had strong link-

age disequilibrium (r*>> 96 %) ,and the distribution difference between the two haplotype models was statisti-
cally significant (P =0. 011,0. 016). There was no significant difference in the other 7 SNPS of ATG5 be-

tween the pulmonary tuberculosis group and the healthy control group (P >>0. 05). Conclusion

The SNPS

rs10484575 and rs11754416 of ATG5 genes may be related to the susceptibility of pulmonary tuberculosis in

the Han population in southwest China.
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