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Expression and prognostic value of DNAJB11 gene in Ewing’s sarcoma”
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Abstract: Objective To investigate the prognostic and diagnostic value of DnaJ heat shock protein family
member B11 (DNAJB11) in Ewing's sarcoma (ES) and its relationship with immune cell infiltration,and to
predict potential therapeutic drugs. Methods Differential expression of DNAJBI1 between ES and normal
samples was analyzed by GEO database,and verified by fluorescence quantitative PCR (RT-qPCR). The RNA-
seq data and clinical information of 56 ES cases in the ICGC database were obtained for subsequent analysis.
According to the expression level of DNAJBI11.,the patients were divided into high and low expression groups,
and the differentially expressed genes between the two groups were identified by the "limma" package. Kap-
lan-Meier survival analysis,univariate and multivariate COX analysis and ROC curve were used to explore the
effect of DNAJBI11 expression on the prognosis of ES patients. GO and KEGG enrichment analysis were used
to analyze the possible biological pathways that DNAJB11 might be involved in the pathological progression of
ES. The relationship between the expression of DNAJB11 and the infiltration of ES immune cells was analyzed
by ssGSEA algorithm, and the drugs with therapeutic potential for ES were screened by CMap database.
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Results The results of GEO, ICGC database and RT-qPCR analysis showed that DNAJB11 was highly ex-
pressed in ES (P<C0. 05) ,and the high expression of DNAJB11 was associated with the metastasis of ES. Ka-
plan-Meier survival curve analysis showed that high expression of DNAJB11 was associated with poor progno-
sis in ES patients (P =0. 029). Multivariate COX analysis showed that high expression of DNAJB11 was an
independent risk factor for prognosis in ES patients (P =0. 002, HR =1.055,95%CI:1.020—1.091). ROC
curve analysis showed that DNAJBI1 had certain prognostic value for ES. GO and KEGG enrichment analysis
showed that DNAJB11 was mainly involved in endoplasmic reticulum stress response,antigen processing and
presentation,and major histocompatibility complex Class ][I protein complex binding. The ssGSEA immune
score results indicated that the DNAJBI11 high expression group had a higher abundance of immune cell infil-
tration. CMap suggested that rottlerin, mefloquine and emetine might be potential drugs for the treatment of
ES. Conclusion High expression of DNAJB11 predicts poor prognosis of patients,and it has certain influence

on the immune microenvironment of ES, DNAJBI11 is expected to be a new biological target for the treatment

of ES.
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