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Abstract: Objective To investigate the relationship between serum level of long non-coding RNA fork-
head box D3 antisense RNA1 (LncRNA FOXD3-AS1) and disease risk,severity and prognosis in patients with
acute ischemic stroke (AIS). Methods A total of 92 patients with AIS in the hospital were selected as AIS
group.and 92 healthy people were selected as control group. According to the National Institutes of Health
Stroke Scale (NIHSS) score at admission,the AIS patients were divided into mild group (42 cases) and mod-
erate to severe group (50 cases). Patients with AIS were followed up for 3 months after discharge,and accord-
ing to the modified Rankin scale (mRS) score, they were divided into good prognosis group (48 cases) and
poor prognosis group (44 cases). Serum levels of LncRNA FOXD3-AS1 and tumor necrosis factor-a (TNF-a)
were detected. The clinical data, levels of LncRNA FOXD3-AS1 and TNF-a were compared between AIS
group and control group. The levels of serum LncRNA FOXD3-AS1 and TNF-a were compared between AIS
patients with different severity and different prognosis. The risk factors of AIS were analyzed, the correlation
of serum LncRNA FOXD3-AS1,TNF-a levels with triglyceride (TG) ,uric acid in AIS patients,and the rela-
tionship between serum LncRNA FOXD3-ASl1 level and AIS risk were analyzed. Results The level of high
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density lipoprotein cholesterol (HDL-C) in AIS group was lower than that in control group (P <C0. 05),and
the levels of serum TG, uric acid, LncRNA FOXD3-AS1 and TNF-a were higher than those in control group
(P<C0.05). High levels of TG,uric acid, LncRNA FOXD3-AS1 and TNF-a were independent risk factors for
AIS (P<C0.05). The serum levels of LncRNA FOXD3-AS1 and TNF-a in AIS patients were positively corre-
lated with TG and uric acid (P <C0. 05) ,and the serum level of LncRNA FOXD3-AS1 was positively correlated
with TNF-a (P<C0. 05). The higher the serum level of LncRNA FOXD3-ASI1 in AIS patients, the higher the
risk of AIS. The serum levels of LncRNA FOXD3-AS1 and TNF-a in moderate to severe AIS patients were
higher than those in mild AIS patients (P<C0. 05). The serum levels of LncRNA FOXD3-AS1 and TNF-a in
the poor prognosis group were higher than those in the good prognosis group (P <C0. 05). Conclusion The
level of serum LncRNA FOXD3-AS1 is higher in AIS patients, which is related to the risk,severity and prog-

nosis of AIS.
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AR 61.23411.67  63.9111.87 1.544  0.124
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SER I MRAFR L)

PRI (ol /L)

10. 73£2. 68 11. 0542. 76 0.798  0.426

289.24+£27.55 323.57430.82  7.965 <<0.001
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457 n LncRNA FOXD3-AS1 TNF-a(pg/L)
BREEH 42 1.7640. 44 6.85+2. 28
PEE4 50 2.8540.71 12.54+4.18
t 8. 648 7.887
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TNF-o J& AIS & A4 B 3l 57 /@ K R 2, ATS B3 I T
TNF-a /KF5 TG R 2 1E A XK, #78 TNF-o 1] fig
5 TGURRM A 25 AIS g8 f, dk— 5% B
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LRI RE BB FE B R WS . Ak, TONG 285 fif
58N K . LncRNA FOXD3-AS1 i i 5% M) NF-«B {55
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