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Abstract : Objective To investigate the expression of long non-coding ribonucleic acid-Metastasis-associat-
ed lung adenocarcinoma transcript 1 (IncRNA-MALAT1) in tongue squamous cell carcinoma (TSCC) ,and to
analyze its relationship with clinicopathological parameters and prognosis. Methods Eighty patients with
TSCC admitted to the hospital from January 2018 to January 2020 were enrolled in the study, The expression
of IncRNA-MAILATTI in cancer tissues and adjacent tissues was detected,and the clinical and follow-up data of
patients were collected. The relationship between IncRNA-MALATI1 expression and clinicopathological fea-
tures and prognosis of TSCC were analyzed. Results The expression level of IncRNA-MALATI1 in TSCC tis-
sues was higher than that in adjacent tissue(P <C0. 05). The expression level of IncRNA-MALAT1 in TSCC
tissue of patients with low and moderate differentiation, TNM stage Il ,lymph node metastasis,and invasion
depth =2/3 was higher than that in TSCC tissue of patients with high differentiation, TNM stage [ — I ,no
lymph node metastasis,and invasion depth <{2/3(P<C0. 05). The follow-up period was 41 (30—54) months,
and 48 patients died during the follow-up period. The overall survival rate and progression-free survival rate of
TSCC patients with high IncRNA-MALATI1 expression was significantly lower than those of TSCC patients
with low IncRNA-MALATI expression (P<C0. 05). The results of multivariate COX risk proportional regres-
sion showed that TNM stage [ll ,lymph node metastasis and high expression of IncRNA-MALATI1 were risk
factors for death in TSCC patients (P <C0. 05). Conclusion The expression of IncRNA-MALATI is signifi-
cantly up-regulated in TSCC tissue,which is related to the degree of differentiation, TNM stage,lymph node
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metastasis,depth of invasion and low survival rate.
Key words: tongue squamous cell carcinoma;

lung adenocarcinoma transcript 1; prognosis
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