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Abstract: Objective To compare the differences between Sanger sequencing method and amplification re-
fractory mutation system PCRCARMS-PCR) in detecting mitochondrial aldehyde dehydrogenase 2 (ALDH2)
gene mutations in patients. Methods A total of 350 patients with a history of coronary heart disease, myocar-
dial infarction,angina pectoris,and essential hypertension who were treated in the First Affiliated Hospital of
Army Medical University from October 2019 to January 2020 were enrolled in the study,and peripheral blood
samples were collected from the subjects. ALDH2 mutations were detected by Sanger sequencing and ARMS-
PCR.,and the results were compared between the two methods. Results The total mutation rates of ALDH2
gene detected by two methods were both 33.1% ,AA homozygous mutation rate was 3. 7% ,GA heterozygous
mutation rate was 29. 4%. The total coincidence rate of the results of the two methods was 100. 00% ,and the
positive coincidence rate and negative coincidence rate of mutation were both 100. 00%. The results of ARMS-
PCR and Sanger sequencing in clinical samples were consistent (Kappa=0. 7, P <(0. 05), which was equiva-
lent. In addition, the distribution of ALDH2 genotypes detected by ARMS-PCR was not related to gender and
age (P>>0.05). Conclusion Both Sanger sequencing and ARMS-PCR can detect ALDH2 mutations accurately
and effectively,but ARMS-PCR is more advantageous in clinical practice based on cost advantage and ease of
operation.
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UESIZ 87 P T 280 R A Y D TR 5 kA 2 T
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