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# ZE.BH MAMEEF Mindbomb BR4 1(MIBL) . T @afe & a 2(MAL2) ¥ ik 5 % %l &
IR TG A A, FiE BRI 218F 1 AE2020F 1 A RSS2 MIRBEEHE AMAT L, %
F %% PCR % %7 A4 3 & 4h M MR AR % 20 42 A= 9% 41 22 F MIB1.MAL2 mRNA % & & & ik, % MIBL.
MAL2 mRNA &k 5 E & FH G R BB/ X R, X E 54 KB Pearson 48 % - #, & B Kaplan-
Meier & 4 W & 5 # MIB1 \MAL2 mRNA R X 52 5Bk %, LR EF % B £ Cox B2 5% w kIR
BEZFEHRE, R BKEBEHLZ P MIBL.MAL2 fa b &k £ 95.12%(78/82).97. 56 % (80/82) , ¥ &
BTEFAL 7.32%(6/82).9. 76% (8/82), 2 F A % it ¥ & L (P<T0.05), M &EH L P MIBl,. MAL?2
mRNA &3 5 %] 4 (3.024+0.66).(6.65+1. 19, 23 TR FAL(1.8340.40).(3.56+0.68), £F A % it
FZSL(P<0.05), MBIERFZEAL P MIBl 5 MAL2 mRNA £k 2 2 ¥ E48 % (r=0.427,P<0.05), R~F A
JB o B PO B SRS MR R R 21 22 MIB1 . MAL2 mRNA & ik b4k 2 5 %4t % & L (P<0.05), MIBI mR-
NA SAEMEFERAGFERZMRTIRA AL E X (X" =39.338,P<C0.001), MAL2 mRNA & &k &%
ERABZERFRTIREAZAEE (X =50.306,P<T0.001), &4 1B~ 4. 1k#k €448 MIBl mR-
NA & &K MAL2 mRNA ZHAAR Y akRBEEEZRREATG L LRE X, £18 MIRE P MIBL,
MAL2 247 & . mHE AR SRR RBEFIER X, AHOBRBREGH XY BIFED.
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Expression of MIB1 and MAL?Z in pancreatic cancer and their relationship with
clinicopathological features and prognosis”
ZHU Jiadi ,WU Hong ,CHEN Lingling ,ZHANG Jing
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Abstract : Objective To study the expression of Mindbomb Homolog 1 (MIB1),T cell differentiation pro-
tein 2 (MAL2) in pancreatic cancer tissues and their relationship with clinicopathological features and progno-
sis. Methods A total of 82 patients with pancreatic cancer diagnosed and treated in a hospital from January
2018 to January 2020 were collected as research objects. The expressions of MIB1,MAL2 mRNA and protein
in cancer and adjacent tissues were detected by fluorescent quantitative PCR and immunohistochemical stai-
ning. The relationship between MIB1, MAL2 mRNA expression and clinicopathological characteristics were
compared. Correlation analysis was performed by Pearson correlation analysis. Kaplan-Meier survival curve
was used to analyze the relationship between MIB1 and MAL2 mRNA expression and survival prognosis. Uni-
variate and multivariate Cox regression analysis were used to analyze prognostic factors in pancreatic cancer
patients. Results The positive expression rates of MIB1 and MAL2 in pancreatic cancer tissues were 95.12%
(78/82) and 97.56% (80/82),which were significantly higher than those in adjacent tissues 7. 32% (6/82)
and 9.76% (8/82),the difference was statistically significant (P <C0. 05). The mRNA expressions of MIB1
and MAL?2 in pancreatic cancer tissues were (3. 02+0. 66) and (6. 65+1.19),which were significantly higher
than those in adjacent tissues (1. 83£0.40) and (3. 56 £0. 68), the difference was statistically significant
(P<C0.05). There was a significant positive correlation between MIB1 and MAL2 mRNA expression in pan-
creatic cancer tissues (=0, 427, P <C0. 05). There were significant differences in MIB1 and MAL2 mRNA ex-
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pressions in pancreatic cancer tissues with different tumor stages and lymph node metastasis (P<C0. 05). The

cumulative survival of patients in high MIB1 mRNA expression group was significantly lower than that in low
expression group (X*=239. 338, P<C0.001). The cumulative survival of patients with high MAL2 mRNA ex-
pression was significantly lower than that of patients with low MAL2 mRNA expression (X*=50. 306, P <<

0.001). Tumor stage IIB-1I1,lymph node metastasis, high expression of MIB1 mRNA and high expression of

MAL2 mRNA were independent risk factors for poor survival and prognosis of pancreatic cancer patients.

Conclusion MIBI1 and MAL?2 in pancreatic cancer are elevated, which are related to poor clinicopathological

characteristics and are new prognostic tumor markers for pancreatic cancer.
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Pearson #H 3¢ P4 4 #fr 45 SR & 75, B IR 9 4H 21 7 MIB1
5 MAL2 mRNA ik 82 W #F EMKE(r=0.427,P<
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AR 1.651 0.103 1. 405 0. 164
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R 1=FET2, 0=FF1F) . M AAE IR (R 1==60 RWHE, Wk 2.3,
A 2l T 21
0.81 W 1 = 0. 8 1 - Hig
} ‘LH
1;%—0.6‘ tw “ i{:%o.é- W
B 0. 4 \ ‘ B 0. 4 L
0.2 1 0.2 LL
0.0 0.0 |
0.00 5.00 105.‘; c:gj (4\1)%;00 20700 25.00 0.00 5.00 1%1?% (/,\1%)00 20,00 25.00
B3  Kaplan-Meier £7F M1 5 #7 MIBI . MAL2 mRNA RIESKBREREFENXR
*2 HFEREEETENEESE Cox @IFNH
5 B SE Wald X* P HR 95%CI
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3 HMEREEEMEHNEEE Cox MRS
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RO, JBE s v MIIBL 5 MAL2 AJ fig & o 3% 1Q-
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