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Predictive value of microRNA-19a and TNF-a in predicting the risk of
postpartum hemorrhage after cesarean section”
ZHANG Zhongzia YWANG Ru ,DENG Qianbao , XU Lin ,LUO Shu”
Department of Obstetrics sthe Second Affiliated Hospital of Hainan Medical
College yHaikou s Hainan 570311,China

Abstract: Objective To explore the predictive value of prenatal serum microRNA and systemic inflamma-
tory factors in postpartum hemorrhage after cesarean section,construct a related line chart model and evaluate
its application value. Methods Totally 535 pregnant women who underwent cesarean section in a hospital
from January 2017 to June 2022 were divided into postpartum hemorrhage group and non-postpartum hemor-
rhage group according to the occurrence of postpartum hemorrhage. The clinical data,prenatal microRNA and
systemic inflammatory factors levels were compared between the two groups. Multivariate Logistic regression
analysis was used to analyze the independent predictive factors of postpartum hemorrhage after cesarean sec-
tion,and draw the receiver operating characteristic (ROC) curve of independent predictors of postpartum
hemorrhage. A line chart model for predicting the risk of postpartum hemorrhage after cesarean section was
constructed based on independent predictive factors,and the Bootstrap method and calibration curve were used
to verify the line chart model internally. Results The relative expression level of serum microRNA-19a in the
postpartum hemorrhage group was significantly higher than that in the group non-postpartum hemorrhage,
and the difference was statistically significant (P <C0. 05). The levels of serum interleukin (IL)-6,1L-8 and
tumor necrosis factor-a (TNF-a) in the postpartum hemorrhage group were significantly higher than those in

the group non-postpartum hemorrhage, and the difference was statistically significant (P <C0. 05). Multiple
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Logistic regression analysis showed that placenta previa,gestational hypertension, prenatal serum microRNA-
19a and prenatal serum TNF-a were independent predictors of postpartum hemorrhage after cesarean section
(P <C0.05). ROC curve analysis showed that the cutoff value of microRNA-19a was 15.6X10""
der the curve (AUC) was 0. 835, the cutoff value of TNF-a was 41. 3 ng/L,and the AUC was 0. 713. The C in-

dex of the nomogram model based on the results of multi-factor analysis was 0. 868,and the comparison with

,the area un-

the calibration curve showed that it had better prediction efficiency. Conclusion The nomogram model can ac-

curately predict the risk of postpartum hemorrhage after cesarean section based on microRNA-19a and

TNF-a.
Key words: prenatal microRNA;

orrhage; nomogram model
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