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Abstract: Objective To explore the correlation of serum circulating tumor DNA (ctDNA) , microRNA-21
(miR-21) ,interleukin-17 (IL.-17) ,and von Willebrand factor (vWF) with the efficacy of rituximab plus cyclo-
phosphamide.doxorubicin, vincristine,and prednisone regimen (R-CHOP) in patients with diffuse large B-cell
lymphoma (DLBCL). Methods One hundred and nine patients with DLBCL diagnosed and treated in a hospi-
tal from April 2016 to April 2022 were enrolled. The pre-and post-treatment levels of ¢ctDNA,miR-21,1L-17,
vWF in serum were detected. The clinical data,serum levels of ctDNA,miR-21,11.-17 and vWF were compared
between R-CHOP ineffective and effective groups. Multivariate Logistic regression model was used to study
the influencing factors affecting the R-CHOP efficacy in DLBCL patients,and the receiver operating character-
istic (ROC) curve was used to evaluate the efficacy of the above four indicators in predicting the efficacy of R-
CHOP in DLBCL patients. Results Compared with before treatment,the levels of serum ctDNA, miR-21 and
vWF in DLBCL patients after treatment were significantly decreased,and the level of I1.-17 was significantly
increased, with statistical significance (P<C0. 05). Compared with the effective group,in the ineffective group,

the proportion of Ann Arbor stage (stage | to [l /stage [l to IV),international prognostic index (IPI) score
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(0 to 2 points /3 to 5 points) ,spleen enlargement (no/yes) ,anemia (no/yes),lactic dehydrogenase =220 1U/
L (no/yes) ,globulin >34 g/1. (no/yes) and infection during chemotherapy (no/yes) and the levels of serum
ctDNA,miR-21 and vWF were significantly increased, while the level of 1.-17 was significantly decreased,
with statistical significance (P<C0. 05). IPI score 3—5 points and serum ctDNA,miR-21,11.-17 and vWF lev-
els were the influencing factors of R-CHOP efficacy in DLBCL patients (P <C0. 05). The ROC curve showed
that the combined prediction efficacy of serum ¢tDNA, miR-21,1L-17 and vWF for R-CHOP in DLBCL pa-
tients [area under the curve (AUC) =0. 821 Jwas higher than that of each index applied alone (AUC=0. 706,
0.652,0.638,0.677). The prediction sensitivity and specificity were 66. 72% ,92. 32% ,and the cutoff values
were 102. 9 ng/mL,1.59,8.51 pg/mL,9. 61 pg/mL,respectively. Conclusion DLBCL patients with increased
serum ctDNA,miR-21,vWF and decreased I11.-17 may suffer poor R-CHOP efficacy,furthermore,the four in-
dicators have certain predictive value for the efficacy of R-CHOP in DLBCL patients,and are expected to be

potential markers for the evaluation of DLBCL efficacy.
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