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Selection and analysis on the feature genes in myelodysplastic syndromes’
ZHANG Feifei' YUAN Hong'.XIE Yingchun',HAN Runchuan®"

1. Department of Blood Transfusion ,Sichuan Academy of Medical Sciences * Sichuan Provincial
People’s Hospital sChengdu »Sichuan 610072 ,China ;2. Department o f Clinical Laboratory .
Shaanxi Provincial Hospital of Chinese Medicine , Xi'an , Shaanxi710003,China

Abstract:Objective To screen the feature genes of myelodysplastic syndrome (MDS) and analyze its re-
lationship with immune cell infiltration. Methods The gene expression profiles of MDS patients and healthy
people were downloaded from the high throughput gene expression database (GEQO). Bioinformatics methods
were used to analyze the differential gene expression, weighted network co-expression network,immune cell
infiltration in the gene expression profiles,as well as exploring the key genes in MDS. Results A total of 88
differentially expressed genes were obtained in this study,including 11 up-regulated genes and 77 down-regu-
lated genes. GO enrichment analysis showed that the DEGs were mainly enriched in immune response and sig-
naling pathway during the biological process. At the cellular component level,the DEGs mainly executed func-
tions on the outer side of the plasma membrane. At the level of molecular function,its mainly bound DNA and
proteins. The results of KEGG analysis illustrated that the DEGs were mainly concentrated on the aspect of
the primary immunodeficient, hematopoietic cell and lineage B cell receptor signal transduction. The Four key
down-regulated genes were identified by WGCNA analysis and Lasso regression, which were AKAPI12,
ARPP21,MME and NPY. Immune infiltration Analysis showed that these genes were closely positively corre-
lated with activated B cells, mature B cells,memory B cells and eosinophils,inversely,closely negatively corre-
lated with Type I helper T cells,central memory CD4" ,CD8" T cells. Conclusion In this study,four feature

genes in myelodysplasia syndrome patients were screened out by WGCNA and Lasso analysis which contains
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AKAP12,ARPP21,MME and NPY. Meanwhile, the feature genes had certain correlation with immune cells.

The above results may do favor in further understanding of the pathogenesis and prognosis evaluation of the

myelodysplastic syndrome.

Key words: myelodysplastic syndromes;
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