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Abstract: Objective To investigate the expression of cell division cycle associated 8 (CDCAS8) in various
human malignant tumors and its correlation with prognosis and tumor infiltrating immune cells.
Methods Based on the data from the Cancer Genome Atlas (TCGA), the Genotype-Tissue Expression
(GTEx),Gene Expression Profiling Interactive Analysis (GEPIA), TIMER 2. 0 and other databases, we ana-
lyzed the expression level of CDCAS8 in various malignant tumors, the diagnostic value of CDCA8 expression
level in distinguishing cancer tissues from normal tissues,and the relationship between the expression level of
CDCAS8 and the survival of patients. Meanwhile, the correlation between CDCAS8 expression level and tumor
infiltrating immune cells was determined. Results Compared with normal tissues, CDCAS8 significantly upreg-
ulated in most human malignant tissues (P <C0. 05). Comprehensive receiver operating characteristic (SROC)
curve analysis showed that CDCAS8 expression levels cluld be used to distinguish malignant tumors from nor-
mal tissues. Survival analysis showed that patients with malignant tumors in the high CDCA8 group had
worse overall survival and disease-free survival (Log-rank P<C0. 05). Gene Ontology (GO) and the Kyoto En-
cyclopedia of Genes and Genomes (KEGG) analysis revealed that CDCAS8 might be involved in cell cycle and
mitosis (P<C0.05). In TCGA database malignancies, CDCAS8 expression level was significantly associated with
CD4" Th2 cell infiltration (P <C0. 05). Conclusion CDCAS is expected to become a biomarker of diagnosis and
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prognosis,which might provide a new theoretical basis for the diagnosis and treatment of malignant tumors.
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