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Identification of potential biomarkers of early-stage lung adenocarcinoma based on bioinformatics”
MIAO Guihua ,YUAN Jinshan,LI Detao . HOU Yulei  CHEN Hui”®
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Medical University »Chongging 400016,China

Abstract: Objective To explore the potential novel biomarkers for early detection of lung adenocarcinoma
by bioinformatics analysis. Methods Gene Expression Ominbus (GEQ) series GSE27262, GSE63459, GSE116959
and GSE118370 of early lung adenocarcinoma were selected by bioinformatics method. Differential expression
genes between lung adenocarcinoma and normal samples were screened. Gene Ontology (GO) and the Kyoto
Encyclopedia of Genes and Genomes (KEGG) analysis were performed by DAVID online analysis tools.
STRING and Cytoscape were applied to plot a protein-protein interaction (PPI) network. Hub genes of the
PPI network were confirmed using cytoHubba and hub genes expression and overall survival rates were vali-
dated by using GEPIA2 database. Results A total of 154 differentially expressed genes were obtained, which
mainly focused on angiogenesis, cell membrane raft, transforming growth factor-3 (TGF-8) binding function
and proteoglycan in tumor tissues. A PPI network consisting of 154 nodes and 195 edges was created. Ten hub
genes were filtered in the manner of the maximal clique centrality (MCC) ,including PECAMI1,ENG, VWF,
TEK,TIMP1,CAV1, ANGPT1, ACVRL1, BMPR2 and SMAD6. Except for TIMP1, the expression of these
central genes was down-regulated in lung adenocarcinoma tissues. Survival analysis showed that low levels of PECAMI1
and ENG expression were associated with poor OS in patients with lung adenocarcinoma. Conclusion PECAMI1 and

ENG should be involved in the angiogenesis of lung adenocarcinoma,and might be used as early-stage biomar-
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