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Expression and clinical value of EROIL and MUCI16 in non-small cell lung cancer”
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Hospital , Foshan ,Guangdong 528000,China

Abstract : Objective To investigate the expression and clinical value of endoplasmic reticulum oxidoreduc-
tase 1« (ERO1A) and cell surface-associated mucin 16 (MUCI16) in non-small cell lung cancer (NSCLC).
Methods A total of 94 patients with NSCLC treated in this hospital from February 2018 to February 2019
were selected as the research objects. The mRNA and protein expressions of ERO1A and MUCI16 in cancer
tissues and adjacent tissues were detected by fluorescence quantitative PCR and immunohistochemistry. The
relationship between ERO1A and MUC16 mRNA expression and clinicopathological characteristics in NSCLC
was analyzed. In addition, Kaplan-Meier survival curve was used to analyze the relationship between ERO1A,
MUCI16 mRNA expression and prognosis of NSCLC patients. Univariate and multivariate COX regression a-
nalysis was performed to analyze the factors affecting survival and prognosis of NSCLC patients. Results The
mRNA expressions of ERO1IA and MUCI16 in NSCLC tissues were significantly higher than those in adjacent
tissues (r=234.472,22.528,both P<C0. 05). Pearson correlation analysis showed that ERO1A positively corre-
lated with MUC16 mRNA expression in NSCLC (r=0. 610, P<C0. 001). Immunohistochemical tests showed
that ERO1IA and MUCI16 proteins were both located in the cell membrane and cytoplasm,and the positive
rates of ERO1A and MUCI16 proteins in NSCLC cancer tissues were significantly higher than those in adjacent
tissues, with statistical significance (X*=143.323,153. 741,both P<C0. 001). ERO1A mRNA expression was
related to tumor stage and lymph node metastasis (P<C0. 05),and MUCI16 mRNA expression was related to
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tumor stage, pathological grade and lymph node metastasis (P<C0. 05). The cumulative survival of patients in
the EROIA mRNA high expression group was significantly lower than that in the low expression group (Log-
rank X*=8. 776, P =0. 003),and the cumulative survival of patients in the MUC16 mRNA high expression
group was significantly lower than that in the low expression group (Log-rank X*=8. 003, P =0. 005). Tumor
stage [[[ ,lymph node metastasis, EROIA and MUC16 mRNA high expression were independent risk factors
for survival and prognosis of NSCLC patients. Conclusion The increased expressions of ERO1A and MUCI16

in NSCLC cancer tissues are associated with adverse clinicopathological features and prognosis of patients with

NSCLC,which are independent risk factors affecting survival and prognosis of NSCLC patients.
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