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Abstract : Objective To screen potential therapeutic and prognostic targets for gastric cancer by using Ro-
bust Rank Aggregation (RRA),so as to provide a theoretical basis for early diagnosis, prognosis evaluation
and development of diagnostic test kits for gastric cancer. Methods A total of 7 sets of gastric cancer gene ex-
pression profiling data (GSE54129,GSE63089,GSE65801,GSE66229,GSE79973,GSE118897,GSE118916) in
GEO database were mined to screen differentially expressed genes. Gene ontology (GO) and Kyoto Encyclo-
pedia of Genes and Genomes (KEGG) functional enrichment analysis were performed on differentially ex-
pressed genes to obtain biological processes and cellular signaling pathways related to gastric cancer. Protein-
protein interaction (PPI) analysis was performed on differential gene expression results,a protein interaction
network was constructed,and RRA was used to screen the core genes of the network. CIBERSORT algorithm
was used for immune cell infiltration analysis,and the correlation between core genes and overall survival rate
was analyzed by using the R language Survival package. Results Based on the above bioinformatics analysis,a
total of 12 network core genes (CHGB, COL4A1, THBS1,COL3A1,COL1A1,COL1A2,SPP1,LUM,FGG,
TIMP1,VCAN,and SPARC genes) were screened. Among the 22 types of immune cells in immune cell infil-
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tration analysis,CD4 T cells dominated in normal gastric tissue compared to gastric cancer tissue. The survival
analysis results showed that P values of CHGB, COL4Al, THBS1, COL3A1, COL1Al, COL1A2, SPP1,
LUM,FGG,TIMP1,VCAN,and SPARC in the high and low expression groups were all less than 0. 05, and

the expression levels of these genes were significantly correlated with the overall survival of gastric cancer pa-

tients, Conclusion CD4 T cells play an important role in the occurrence and development of gastric cancer.
CHGB,COL4A1,THBS1,COL3A1,COL1A1,COL1A2,SPP1,LUM,FGG,TIMP1,VCAN,and SPARC may

become key targets for early diagnosis and prognosis of gastric cancer.
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