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Abstract: Objective To investigate the differential expression of KILHL7 gene in gastric cancer and adja-
cent tissues and its relationship with clinicopathological features of gastric cancer,and to explore the mecha-
nism of KLHL7 gene's involvement in the occurrence and development of gastric cancer. Methods The differ-
ential expression and relevant pathological parameters of KLHL7 gene between gastric cancer and adjacent tis-
sues were analyzed by Xiantao academic online tool, and the co-expression genes related to KLHL7 were
screened by online tools cBioPortal and Sanger data platform,and the enrichment analysis of KEGG signal
pathway was carried out. The key core genes identified by KEGG enrichment analysis and closely related to
tumors were screened using STRING and Cytoscape 3. 8. Results KILHL7 was a highly expressed oncogene in
gastric cancer. There were 2 785 co-expressed genes associated with KLHL7 gene,including 2 486 up-regula-
ted and 299 down-regulated. Some genes were enriched in 25 signaling pathways closely related to tumor,in-
cluding autophagy,apoptosis, cell cycle, chronic leukemia, endometrial cancer, TNF, HIF-1, colon cancer, and
Wnt signaling pathways. The immunocyte infiltration analysis showed that the overexpression of KLHL7 pos-

itively correlated with Tem cells (Tem) and T helper cells (Th cells) invasion,and negatively correlated with
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pDC and Th17 cell invasion. According to the protein-protein interaction (PPD) analysis and screening of Cyto-
scape 3. 8,co-expressed genes BBS10,PPP1CB, ARL13B and MEAF6, which strongly correlated with KLHL7,
were the key core genes affecting the biological phenotype of KLHL7. Conclusion KIHL7 gene is a potential

oncogene in gastric cancer,which is related to invasion and metastasis, cellular immune infiltration and prog-
nosis of gastric cancer. Co-expressed genes BBS10,PPP1CB, ARL13B and MEAF6 are the key core genes that

affect the biological phenotype of KLHL7.
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