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Abstract: Objective To evaluate the diagnostic value of matrix metalloproteinase 8 (MMP-8) in differen-
tiating active tuberculosis though the whole blood cells stimulated by tuberculin polypeptide protein were used
to establish a chemiluminescence technique to detect the expression level of MMP-8 in plasma. Methods The
whole blood was stimulated by tubercular specific peptides in vitro and plasma was separated. The expression
of MMP-8,a biomarker in plasma,was detected by chemiluminescence technique in different populations. Re-
sults A chemiluminescence method was established to detect the expression level of the plasma biomarker
MMP-8,and the ROC curve analysis showed that the AUC was 0. 95 (95%CI ;0. 92—0. 98) ,the accuracy was
0. 85, the sensitivity was 0. 94,and the specificity was 0. 95 in distinguishing AFB-+ TB from HC controls. In
distinguishing phlegm smear negative pulmonary tuberculosis patients (AFB— TB) from HC control group,
the AUC was 0. 89 (95%CI:0.85—0.094) ,the accuracy was 0. 76, the sensitivity was 0. 94,and the specificity
was 0. 76. The AUC for distinguishing AFB—TB from latent infection of tuberculosis (LTBI) was 0. 96 (95%
CI:0.94—0.98) ,the sensitivity was 0.83,and the specificity was 0. 98. The AUC for distinguishing AFB+
TB from LTBI was 0. 93 (95%CI :0. 90 —0. 97) , the sensitivity was 0. 76,and the specificity was 0. 98. The
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detection rates of TB-DNA,sputum tuberculosis culture,interferon gamma release assay (IGRAs) and MMP-
8 in patients with active smear-positive tuberculosis were 79.17% ,52. 08% .83. 33% and 85. 42% ,respective-
ly. The detection rates of smear-negative tuberculosis patients were 21.05%,15.79%,61.05% and 75. 78%,
respectively. At the same time, the positive rates of MMP-8 and TB-DNA, sputum culture, and IGRAs in
smear-negative tuberculosis patients were compared in parallel, and the differences among the groups were
The data show that chemiluminescent detec-

significant and statistically significant (P <C0. 05). Conclusion

tion of plasma biomarker MMP-8 can assist in predicting the diagnosis of active tuberculosis, especially in

smear-negative tuberculosis, which has significant advantages and reference value.
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