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Abstract: Objective To evaluate the application value of fluorescent quantitative PCR of tuberculosis
DNA(TB-DNA), colloidal gold method of tuberculosis antibody (TB-ab),interferon gamma release assays
(IGRA) ,acid fast staining of sputum smear(AFS),and liquid-based sandwich cup(LBSC) in the diagnosis of
Mycobacterium tuberculosis infection. Methods Retrospective analysis was made on the patient data of the
five testing items conducted in the Central Hospital Affiliated to Chongqing University from January 2019 to
June 2022. There were 5 411 cases in total,793 cases of tuberculosis were diagnosed and 4 618 cases of tuber-
culosis were excluded. Using clinical diagnosis as a reference standard, calculate single item of the sensitivity
and specificity for 5 methods and the combination of five methods,in order to X* tests were conducted for com-
parison,and the Kappa consistency coefficient was used to compare the consistency of each method with the fi-
nal clinical diagnosis and evaluate the diagnostic value of each method. Results The sensitivity of TB-DNA,
TB-ab, AFS,IGRA,LBSC for tuberculosis diagnosis were 71. 21%,61. 32%,78.16%,21. 27%,37. 94% ,re-
spectively. The specificity of them were 98.11%,63. 64 % ,66.52%,99.59%,99. 81%. The combination with
the highest sensitivity for combined detection was IGRA, LBSC and TB-ab(95. 24%) , while the combination
with the highest specificity is TB-DNA combined with LBSC(98. 23%). The single test with the highest Yo-
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den index is TB-DNA (0. 693) ,the combination term was IGRA combined with TB-DNA (0. 722) , the single
test with the highest Kappa consistency coefficient was TB-DNA (0. 453) ,and the joint detection was IGRA

joint TB-DNA (0. 558). Combining more detection methods did not have a significant effect on improving the

Yoden index and Kappa consistency coefficient. Conclusion

IGRA combined with TB-DNA detection is rap-

id, sensitive,and has high diagnostic consistency;Concentrated bacteria collection test combined with TB-DNA

is simple and easy to carry out,and is worthy to be promoted in the hospital.
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DNA 4 24 %5 48 80 M Kappa {8 &5 T 5 30 A1 H A 2H &

B, E SR A 1 A T 22 B A A R T R = 12 AR
aﬁu@%ﬁeﬁzﬁ%%%ﬁf’ﬁﬁﬁo LBSC+ DNA H &
[ 295 38 BRI Kappa {8 5 A 41 IGRA 4+ TB-DNA, {H
AT R 8 a7 5 2 R A I A A% T I A 1, b L A A (E
SHES

*1 BAZEMERRBKS KRNI L %S BN E SRR

. bR REOE AR REROMG DI i —
(&) 0 ) 2] %
TB-DNA 18.38 71.21 98.11 87.78 84.27 0. 693 0. 648~0. 705 0. 453
TB-ab 17.38 61.32 63. 64 46. 92 69. 08 0. 250 0.212~0. 291 0.111
IGRA 22.36 78.16 66. 52 41.33 92. 83 0. 447 0.413~0.479 0. 360
AFS 14. 41 21.27 99. 59 86. 49 86. 68 0.209 0.178~0. 233 0. 247
LBSC 14.61 37.94 99. 81 95. 65 89. 98 0.378 0. 347~0.412 0. 392
IGRA+TB-DNA 48. 85 82. 56 89. 63 65. 28 93. 44 0.722 0. 684~0. 765 0. 558
TB-ab+LBSC 46. 86 73.27 59. 14 27.87 91. 83 0. 324 0. 292~0. 355 0. 204
TB-ab+AFS 43. 84 69. 93 66. 11 31.31 90. 87 0. 360 0. 325~0. 393 0. 204
LBSC+TB-DNA 11. 40 62. 04 98. 23 87.50 88. 01 0. 603 0. 568~0. 637 0. 541
IGRA+LBSC 47.06 73.76 65. 03 45.09 92.75 0. 388 0. 352~0. 422 0. 354
IGRA+TB-ab 67. 09 93. 63 51. 44 33.01 96. 92 0. 451 0. 423~0.479 0. 222
IGRA+AFS 46. 09 71.67 67.42 40. 82 91. 26 0. 391 0. 348~0. 432 0. 389
AFS+TB-DNA 9.12 45. 44 98. 20 84. 85 84.45 0.436 0. 385~0. 485 0. 236
TB-ab+TB-DNA 48.78 74. 60 58.70 34.23 89.10 0.333 0. 294~0. 371 0. 236
AFS+LBSC 7.59 31.25 98.13 86. 23 84.79 0. 294 0. 249~0. 345 0. 404
IGRA+LBSC+TB-DNA 51.03 87.67 81. 50 43. 84 93. 57 0. 692 0. 647~0. 751 0. 536
TB-ab+IGRA+TB-DNA 68. 96 93. 55 56. 66 37.83 94. 23 0.502 0.449~0. 542 0.237
AFS+IGRA-+TB-DNA 46. 00 80. 40 80. 20 62. 94 88. 89 0. 606 0. 643~0. 667 0. 421
TB-ab+LBSC+TB-DNA 54. 87 83.33 63.12 39.47 90. 40 0. 465 0. 416~0. 509 0. 283
TB-ab+LBSC+IGRA 69. 29 95. 24 45. 29 34.48 94. 16 0. 405 0. 362~0. 446 0. 220
TB-ab+LBSC+AFS 53. 85 73.70 52.50 32.53 86. 11 0. 262 0. 251~0. 312 0. 186
TB-ab+AFS+TB-DNA 48.92 78.70 62. 50 35.29 87.32 0.412 0. 363~0. 457 0. 186
TB-ab+AFS+IGRA 67.87 90. 00 51.12 38.30 91.01 0.411 0. 362~0. 458 0. 222
AFS+1LBSC+TB-DNA 12.77 48.13 95.71 75. 00 82.72 0.438 0. 376~0. 499 0. 416
IGRA+AFS+LBSC 47.92 70. 00 62. 50 46. 67 81. 63 0. 325 0. 267~0. 371 0. 280
TB-ab-+IGRA+LBSC+TB-DNA 70. 27 94. 23 53.10 37.69 94. 54 0.473 0.412~0.531 0.235
TB-ab-+IGRA+AFS+TB-DNA 67. 69 87.50 52.11 30. 77 88.10 0. 396 0. 334~0. 457 0.215
TB-ab+IGRA+AFS+LBSC 73.68 83.33 40.77 35.71 80. 00 0. 241 0.195~0. 284 0. 104
TB-ab+AFS+LBSC+TB-DNA 51.47 78.95 59. 18 42. 86 87.88 0. 381 0. 317~0. 442 0. 303
IGRA+LBSC+TB-DNA+AFS 47.92 74.70 71.29 47.83 76. 00 0. 460 0. 395~0. 519 0. 241
THrab IGRA T LESC - TH-DNA 66. 67 80. 00 58. 74 42. 86 78.57 0. 387 0. 322~0. 450 0.174

AFS
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