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Advances in the application of next generation sequencing in tumor therapy”
TANG Wei,HOU Yulei  /CHEN Hui”
Clinical Laboratories sthe First Affiliated Hospital of Chongqing Medical
University ,Chongqging 400016 ,China
Abstract; With the advancement of gene sequencing technology,the understanding of tumor genomics has
been deepened continuously,and a tumor diagnosis and treatment model combining bioinformatics big data and
individualized treatment is gradually forming. The emergence of next-generation sequencing (NGS) technolo-
gy has achieved remarkable results in studying the pathogenesis,biological typing,and the usage in the clinical
diagnosis and treatment of tumors due to its advantages of high throughput and high sensitivity. In this paper,
the application progress of NGS in the treatment of common malignant tumors is reviewed.
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