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W OE.Bf HiTk4E%A RNA FA MM E#% 83 R H KL RNA 1(IncRNA FAMS3H-ASD) &
LHMBA R MmO TP RERFALENLEAMBEMRIEHEFIRZEZ IO YR, FiE RAEHEELTEER
AB sk X B F (qPCR) # M IncRNA FAMS3H-AS] £ %5 & M & 40 42 . 2m o Fo o 3 P 49 & ik KB, 5F 5 47 In-
cRNA FAMS3H-AS] ## K- P54 AMmE S H G A MEMN X L, ME LA F#H IncRNA FAMS3H-ASI & ik
K #g SW620 s fe kA . KA CCKS % F= Transwell i % %1 %5 #7 IncRNA FAMS3H-AS1 x4 it 3% 74 | 4 i iE
BAid R A H e, KA qPCR fe £ Z (P ik 0 AR 4 B & 8 8 (MMP)-2, MMP-9 # & & K P,
#£R L EFABAAL, IncRNA FAMSIH-AS] 24 AWM BA R A h R P ey ki 2 F LA (P<0.05), L&
SW620 M R A KPS FTEF L MBI mBA L AMmBEmIL A, £2FF %4+ 5 &L (P<0.05); IncRNA
FAMS3H-AS] #g &L KFHm A (P=0.019) 4 TNM 5 H(P=0.044)F * ,j2 5 K 5] F& MEiz i
FoiZ @R E R F (P>>0.05), F# IncRNA FAMS3H-AS] &k K-F -4 AMpEmibtg3gsh it 5 f 1z 24 A
AR VE R (P<0.05), sh-FAMS3H-ASI 4% % 48 o MMP-2 /= MMP-9 # mRNA #= & & & & K F
BEBIK, 2F A% FENL(P<0.05), i IncRNA FAMS3H-AS] & iXK-FImT AL 2 A M09 &
A R % T IncRNA FAMS3H-AS] TH AL AMBL M e is TR ELMAFEY.
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Effect of IncRNA FAMS3H-AS1 on proliferation, invasion and migration of colorectal cancer cells”
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Abstract:Objective To investigate the expression level of long non-coding RNA family with sequence
similarity 83 member Hantisense RNA 1 (IncRNA FAMS83H-AS1) in colorectal cancer tissues and cells and
its effect on the invasion and migration of colorectal cancer cells. Methods The expression level of IncRNA
FAMS83H-ASI in colorectal cancer tissues,cells and plasma was detected by quantitative real-time fluorescence
PCR (qPCR) ,and the relationship between IncRNA FAMS83H-ASI1 expression level and clinical features of pa-
tients with colorectal cancer was analyzed. SW620 cell models with interfering IncRNA FAM83H-AS1 were
constructed. The effects of IncRNA FAMS83H-ASI1 on cell proliferation,cell migration and invasion were ana-
lyzed respectively using CCKS8 assay and Transwell assay. Levels of matrix metalloproteinase (MMP)-2,
MMP-9 were detected by qPCR and Western blotting. Results Compared with normal controls, the expres-
sion of IncRNA FAMS83H-ASI in colorectal cancer tissues and plasma was significantly up-regulated (P <<
0.05) and expression in SW620 was higher than in normal colonic mucosal cell and other colorectal cancer cell
lines,and the difference were statistically significant (P <C0. 05). The expression level of IncRNA FAMS83H-
AS1 was related to distant metastasis(P =0, 002) and TNM stage(P=0. 033) ,but it was not related to the gen-
der,age, tumor location and depth of invasion (P>>0. 05). Cell proliferation, migration and invasion ability of colorectal
cancer cells with interfering IncRNA-FAM83H-ASI expression level were inhibited significantly (P<Z0. 05). mRNA
and protein expression levels of MMP-2 and MMP-9 of transfected cells with sh-FAM83H-AS1 were significantly de-

creased, and the differences were statistically significant (P <C0. 05). Conclusion Increased expression of IncRNA
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FAMS83H-ASI may be associated with the occurrence and development of colorectal cancer, which indicates that In-

cRNA FAMS83H-AS] may be a potential biomarker in the diagnosis and treatment of colorectal cancer.
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Ja MR E BB A 4T oPCR 2 B, R AT 2 X SYBR
Green PCR Mix 17, BRNAKR 25 pl, N 55
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s. 3L 45 NPEI . LUH I EE-3 B R B A (GAPDHD
ERHNS R 2 2 AR B FRIEAKFE. 51975
W, IncRNA FAM83H-AS] 1E [} 5-TAG GAA
ACG AGC GAG CCC-3"; %K 5'-GCT TTG GGT
CTC CCC TTC TT-3'; GAPDH iE [ K 5-ATG
GAA ATC CCA TCA CCA TCT T-3'; Il 5'-
ACG TAC TCA GCG CCA GCA T-3'; MMP-2 iE|f]
5 5'-CCA TCA TCA AGT TCC CCG GC-3"; )17 N
5-CTG GGG CAG TCC AAA GAA CT-3'; MMP-9
ER 5-ACG ATG ACG AGT TGT GGT CC-3';
Kk 5-AGA AGC CGA AGA GCT TGT CC-3',
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HL YK S5 % 2 PVDF B 5 Y B AR W5 83 £ A 2 b g
— P HE R . TBST ¥lE 3 545 HRP #rid
PR PO E 1 h, 8 5m A fk 2% & OB (ECL)
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0.05) , 7 CRC 4 il #k b 19 28 15 /K - b 18 3 & F IE &
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I, SRR CRC 412 W R I7 30 A5 40 A g
JRE B A OCHLHI , XF CRC 15 2k 38 A0 AE A7 R A0 2 ey
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b TARIE Y R S5 A 41, HAE CRC 40 M & () £k
KO FIEH 45 B AR . e Ah A SR T
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