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# E.BH AR ESEERE (miR)-331-3p.miR-381-3p %) & ik K F 5 LR & 41 42 b % 1) FT 464k 35 A7
BNe KRR A AN X Z LR RTRE ML, HiE #2017 F1 A Z 2019 F 1 AE£ZKRL &G
FHBEF I3 B AR E., B LR E T ER AL X R B (qQPCR) &M J& & JE 5 A4 F miR-331-3p.miR-
381-3p KA KPR L & AR E M E-45 46 & (E-cad) .\ N-45 £ % (N-cad) & % % & & (Vim) 42 £ RNA
(mRNA) # & & K-F, Pearson #8 % P 5 47 miR-331-3p.miR-381-3p & i K F 5 E-cad.N-cad & Vim mRNA
REKFA A, I miR-331-3p.miR-381-3p KA KT 5 W KymE4F 4269 £ 2, Kaplan-Meier &£ % 5 #7
miR-331-3p . miR-381-3p Rz K-F L5 RMEWHN X Z., LR AX S A X COX @254 ¥ milkEEH G0
A%, 58 Larasm, 3LRBAL T miR-331-3p.miR-381-3p & E-cad mRNA & ik K -F 2 F & 4%, ™
N-cad mRNA & Vim mRNA £ £ K FE2EFRKH. £Z2F AL FEL (Y P<0.05), LI EHE AL P miR-
331-3p.miR-381-3p & A K -F 5 E-cad mRNA £ EA %.,5 N-cad mRNA,Vim mRNA Z fi 48 %X (3§ P <
0.05), LR AL+ miR-331-3p. miR-381-3p &Kk K F 5% TNM o 8., > 1L B A £ (3 P<<0.05),
miR-331-3p.miR-381-3p Ik KA R-F 469 3 FABFFR T HARKTFARE . ZF A LT FE L (P<0.05),
FUBR % 20 2% P miR-331-3p Ik & ik \miR-381-3p Ak &k AP B o5 M & AT o2 B R H LA & A A TG 0
BEAERAEGY P<0.05), &t FUMEH L P miR-331-3p.miR-381-3p A X K F TR, HBEEREAKTEL
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Abstract : Objective To study the expression levels of microRNA (miR)-331-3p and miR-381-3p in breast
cancer tissues,to analyze the relationship between their expression levels and epithelial-mesenchymal transi-
tion indicators,clinicopathological characteristics,and to explore their clinical prognostic value. Methods One
hundred and fifty-three breast cancer patients who were diagnosed and treated in Nanchong Central Hospital
from January 2017 to January 2019 were taken as the research objects. The expression levels of miR-331-3p,
miR-381-3p, E-cadherin (E-cad) ,N-cadherin (N-cad) and vimentin (Vim) messenger RNA (mRNA) were de-
tected by polymerase chain reaction (qPCR) in cancer and adjacent tissues. Pearson correlation analysis was
performed to analyze the correlation between the expression levels of miR-331-3p and miR-381-3p and the ex-
pression levels of E-cad, N-cad and Vim mRNA. The relationship between the expression levels of miR-331-
3p,miR-381-3p and clinicopathological characteristics was compared. Kaplan-Meier survival analysis was used
to analyze the relationship between the expression levels of miR-331-3p, miR-381-3p and clinical prognosis.
Univariate and multivariate COX regression levels analysis of factors affecting the prognosis of breast cancer

patients. Results Compared with the adjacent tissue,the expression levels of miR-331-3p, miR-381-3p and E-
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cad mRNA in breast cancer tissues was significantly lower, while the expression levels of N-cad mRNA and
Vim mRNA was significantly higher,and the differences were statistically significant (all P<Z0. 05). The ex-
pression levels of miR-331-3p and miR-381-3p in breast cancer tissues were significantly positively correlated
with E-cad mRNA ,and significantly negatively correlated with N-cad mRNA and Vim mRNA (all P<C0.05).
The expression levels of miR-331-3p and miR-381-3p in breast cancer tissues were related to tumor TNM
stage,degree of differentiation (all P<T0. 05). The 3-year survival rate of miR-331-3p and miR-381-3p low ex-
pression levels group were lower than those of high expression levels group.and the differences were statisti-
cally significant (P<C0. 05). Low expression levels of miR-331-3p,low expression levels of miR-381-3p, high
tumor stage and low and medium degree of differentiation were independent risk factors affecting the survival
and prognosis of breast cancer (all P<Z0. 05). Conclusion The expression levels of miR-331-3p and miR-381-
3p are down-regulated in breast cancer tissues,and their expression levels are related to the markers of epithe-

lial-mesenchymal transition and the clinicopathological characteristics, and they are independent risk factors

affecting the poor survival and prognosis of breast cancer patients.
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RNA,Z 5 ANERERKET 5 KM 45 F P
BT R JE 450 miR-331-3p ARk R B H
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331-3p FEE R PR S A R Rk K F
TR SR TR N MM 2T BEN 2 £ikKF
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1.2 SERF 9Ot e & B A % X B (qPCR) A6 il
qPCR Az I 4G 0 2L B 9 B 9 5% 20 23 (I i g 21 23
% 2 cm DAL, JF 2000 B2 A6 A WA 8 E R LR 412D
' miR-331-3p. miR-381-3p & b Bz [6] B % 1k A5 i
E-#5%h £ (E-cad) mRNA | N-45 %5 & (N-cad) mRNA
KPIEEH (Vim) mRNA ik K, ¥4 ARk b
R L B0 e PR A 2R B, B R A Trizol, 48 B 41
21 5 RNA, Narodrop1000 (35 |5 8 Bk %) 40 6L B i)
e RNA ¥ B Je gl B, ¥ RNA 5 528 cDNAL SR
JE#E4T gPCR M, Bk & 10 pl, 44 cDNA
0.2 pL,2XSYBR Green Premix 5 pL, | FiE5[4) 1
pL,ddH,0 3.8 pl., miR-381-3p.miR-331-3p f& U6
SRR :95 °C AR M 30 5,95 CAEME 10 5,60 “CiB
K 30 5,72 CHEMH 30 s, AR IR K ZEM 35 MG, E-
cad . N-cad.Vim ¥ GAPDH W FEF .95 CHiAs#: 5
min, 95 ‘CA8PE 30 5,62 CiB K 40 5,72 “CHEfH 30 s,
A PEIR KCHE 40 DS PE . miR-331-3p Al miR-381-
3p L U6 AN ,E-cad.N-cad,Vim X GAPDH J
Z, M 272 SR 409 miR-331-3p. miR-381-3p
K E-cad,N-cad, Vim & RNA (mRNA) X} % A
w7 AT .
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gx1  3MF5 HH X 38 7K - A3 0. 613.,0. 728 I FE, 43 miR-
K 331-3p RE B K F4L (n =79) Fl 5 £ ik KF 4 (n=
e i 4w 74),miR-381-3p I 3k K T UL (n = 77) 15 Fe 3k 4L
en| CTC AAC TGG TGT CGT GGA GTC 21 (n=76),
miR381-3p 1.3.2 BlYF AR S A2 BRI HiEfT
Er ACA CTC CAG CTG GGA CAA AGG AA 23 BT LR T2 ST G SRR U] 3 48 56 1 47
en| CTC AAC TGG TGT CGT GGA GTC G 22 B3 H BT L U5 2~ 3 AR R AR B DT 1 UG, BT
. A4 BB R A A UL BV IR 2022 4F 2 1 1R
iE AGC TCC ATT CCG ACT TAG ACA 21 HEVTE 5300 BB 3 SE T B M 5
o 1.4 GEitsab s R SPSS23. 0 Geit i bt 47
en| CAG CCT GAG CAC GAA GAG TG 20 BT B ERLT T T s J5 41 1] H e ¢
Fed KB, R Pearson 4l 5 ¥ 4% B7 FL IR 85 45 41 41
i CGA GAG CTA CAC GTT CAC GG 20 miR-331-3p .miR-381-3p 5 I J% il it ¥ 4L 46 47 % 1 7k
In) GGG TGT CGA GGG AAA AAT AGG 21 %E‘J*H?é’@o Kaplan*Meier ﬁiﬁﬁ’*ﬁ ?L Hz%%éﬂ g/u\
N-cad miR-331-3p.miR-381-3p AN [A] F 5 AT 5 7L I
[ ATT TTT CCC TCG ACA CCC GAT 2 HEHRBERXRR, RLRNERE L ZHE COX [HIH 5%
J 1) TCC CAG GCG TAG ACC AAG A 19 MFIEAEETE R E., L P<<0.05 NZREBS
Vim = 3-0"4
iEl AAA GGC CCA TTT CCT AAA AAC CT 23 2 % e
16 TGC GTT CTC TAT CCA GAG GCT 21 2.1 HAZH miR-331-3p.miR-381-3p M I j7 ] 1 &%
GAPDH RFe bR R KKV 505 20 e, FL i 4 2
E TTT GAT GGA GGT CTC CTA ACA CC 23 miR-331-3p, miR-381-3p J¢ E-cad mRNA & %K%
2 1] ACG TTT AAC ACG TTG GAA ATG TG 23 BT T N-cad mRNA J Vim mRNA kK
BER G, ZF AASIHEE L (P ¥<0.05), W&
13 5k 2
1.3.1 44 P44 miR-331-3p. miR-381-3p
*2 miR-331-3p.miR-381-3p B kB Bl W IBIRRIEKFE (2 £5)
il n miR-331-3p miR-381-3p E-cad mRNA N-cad mRNA Vim mRNA
5 41 40 153 0.61340. 199 0.72840.225 0.71140. 217 1.925-0. 374 2.116-£0. 478
i 55 4 153 1.70940. 370 1.61840. 394 1.82440. 268 0.619+0.196 1.12340. 277
t 32. 269 24. 263 39.923 38.258 22.233
P <20. 001 <20. 001 <20. 001 <20. 001 <20. 001
3- 31 31 31 47
. . b1 . ] ¢
24 724 2 24 2 21 L=
5 R 2 2 ¥ o :
i . & 3 3 £
=11 ] 14 e L1 - >1- Yy *
: *
0 , 0 0 0 T T
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BAS mEES AR BHEAR

1 miR-331-3p.miR-381-3p.E-cad mRNA ,N-cad mRNA & Vim mRNA # =& Bl

2.2 JEAHLH miR-331-3p.miR-381-3p 5 - fZ [A] it
AL IR AR TR KA 2E . Pearson #H 56 PR 43 M 45
SRR 2 b miR-331-3p. miR-381-3p Fik K
VL5 E-cad mRNA £ F M % (r=0.611,0.612,3

P<0.05), 5 N-cad mRNA, Vim mRNA % i # )¢
(r=—0.614,—0. 612; —0. 712, — 0. 678, ¥ P<
0.05),

2.3 miR-331-3p.miR-381-3p 32 ik /K F 5 IIfi IK 9% B
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P2 FLIR 4 40% miR-331-3p. miR-381-3p

FIRK 5 MR TNM 3 ] e AR R A 56 (3 P <<

0.05, 5F MR ENER. LB RIS A K
BE=HMTCE S P>0.05), ILFE 3,

x3 miR-331-3p . miR-381-3p RIEFIG KRR EHFLEM X R (2 £5)
miR-331-3p miR-381-3p
Ei=E 7N n
ik t/F P Fik t/F P
AR )
<60 66 0.624+0.185 0. 637 0.525 0.74040. 211 0. 625 0.533
=60 87 0.60540. 181 0.719+0. 202
R R
% 2 52 0.6174£0.194 0.188 0. 851 0.74440.223 0. 646 0.519
U 24 5 101 0.611+0.183 0.72070. 215
9 B S
ekt =] 113 0.60840.197 0.523 0.602 0.717+0. 221 1.018 0. 310
LRI 40 0.62740.199 0.75940. 233
Jifgg TNM 433
] 40 0.79140. 244 37.492  <€0.001 0.87940. 248 21.196  <<0.001
I 4] 68 0.59540.173 0.74740. 240
[11:4] 45 0.45240.113 0.565+0.171
AR
[P 41 0.785+0.161 48.765  <<0.001 0.918+0. 248 29.880  <<0.001
hor b 65 0.638=+0. 202 0.73940. 239
431k 47 0.42840.128 0.5484+0.177
=Bk
2 35 0.62340.194 0.355 0.723 0.735%0. 231 0. 209 0. 835
i 118 0.6100.189 0.7260.222

2.4 miR-331-3p.miR-381-3p 2 ik 7K 3 X 3L g o A8
HHATENZm A SRR 36 ™H P
BEDTESR] (21, 6 £ 7. 2) A H AL 2 BIFESS 3 W B U5 I 2R
Vi GEB BRI F) . 153 ] 8 & b, B 77 124 ], 4k
FERA 81.05%, FET- 29 B, FET-H Ky 18.95% . Lhix
Je B4 Bt U RS 3 S ST 9 41 2 miR-331-3p.miR-381-3p
AR Rk K F 40 19 Kaplan-Meier 7€ F71FR A= 47 il 26 4%
ARUULIE 2, miR-331-3p Ik FR ik K V4 J i 3R 3k K F
MY 3 AEAAE R W 72.15% .90, 54 % . W5 20 1F 77
Wk 24 Log Rank 5, Z R A H i+ 2 XL (P <
0.05), miR-381-3p fIkF& 35 K -2 I 1 235 K P 4 1
SARMEAE R R 72, 73% .89, 47 %, WG 4 AR AF R
2 Log Rank R 5, 22 5 A G it 2 & L (P <<0. 05),
W 4,

2.5 BAREERZHZE COX [T 53Hr 5 mi L 9 4=

B
2

FFHUGRR i — 2D R 3L I A A U /9 5

K, LA COX BIH fTHRNERZHNRELS
b, AR RIS R A B W 1 =31,

O=HAf =AM, HhZHEZRIH B 5B %
Cay H<<0.05,ay N=0.10), H {24 & NN XK [
Hp 22 R H Gt B LS TR R, [BE 57 45

R, FLMR 9 41 20 miR-331-3p Ik % ik K F . miR-
381-3p IR IE K hJgd o 48 i LI b o0 0 FR 2
W 2L IR A A7 TS Bk ST S B R &R (B P<C0.05) .,

W3 5.6,
x4 miR-331-3p . miR-381-3p RIZXKFEXZREEE
EEWMEREMEL(%)]
Log Rank ¥ 5%
EistN n 3RS R -
X? P
miR-331-3p
I35 7K 41 79 57(72.15) 7. 600 0. 006
TR 23R K 41 74 67(90.54)
miR-381-3p
L3R5 K41 77 56(72.73) 6.559 0.010
TR 23R K 4L 76 68(89.47)
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x5 BEECOXEASMEMABRBEEEHNENEE
EN i AFL B SE Wald X* P HR 95%CI
A — 0.170 0.170 1.005 0.316 1.185 0.850~1. 653
A& 1=4% 5 ,0= 45 £ 01 0.164 0.137 1.427 0.232 1.178 0.900~1. 542
ik B2 AL 1= 8, 0=k i3 g Al 0.159 0.237 0.451 0.502 1.172 0.737~1. 865
=B 1=7&,0="7% 0. 208 0. 994 0.044 0.834 1.231 0.176~38. 635
i 96 43481 1=M8. 08,0=14H#H 0.201 0. 085 5. 648 0.017 1.223 1.036~1. 443
LR 1=A%h 41k, 0= m 41k 0.899 0. 248 13.139  <€0.001 2.458 1.511~3. 995
miR-331-3p 1=<00.613,0=">0. 613 0. 446 0.121 13.558  <<0.001 1.562 1.232~1.981
miR-381-3p 1=<00.728,0=">0.728 0.497 0.140 12.686  <<0.001 1.644 1.250~2.161
TE — R TOHE .
*6 SEECOXHASMEMIEBEEFEMEHNEE
SN W {E B SE Wald X* P HR 95%CI
Jifv g 43 0 1=10. T .0= 1 0.185 0. 070 6. 989 0. 008 1.203 1.049~1. 380
AR R 1={kh 4k, 0=w 41k 0. 649 0.181 12.823  <<0.001 1.913 1.341~2.730
miR-331-3p 1=<00.613,0=">0. 613 0.320 0.089  12.958  <C0.001 1.377 1.157~1.639
miR-381-3p 1=<00.728,0=">0. 728 0.366 0.124 8.724 0.003 1. 442 1.131~1. 838
SRR Wy eE Rk BR AR G HE AT LA S b e A B Y o 7% AN
RZERES, TR AL 5548 . A B IE K B R
b R ) B A i AR 52 B AR e % RNA 41 miRNA Y
Kk . miRNA fE il & 5 W Wnt, Notch #l
miR-331-3p Hedgehog %5 4% & 15 5 1 B% A2 9F 3L 0o 5% 78 1 ,
W e U, TS SR L A B A miRNA, T A
s A T VA8 LR A A8 0 R U
0 2 e % miR-331-3p 4 % % H i F 12q22., & 5 ¥ W
RNA FEFMUIESY . lid 5 mRNA A58 2
BEBCXT 20 mRNA A FE € P A, 2 5 2 401 2
I DR 3k 1 T S D A L S R 2% T RO L R
BRI SRR O R ) AR A B R AR
. Jige Ji g 25 2 M bRt miR-331-3p R IKJKF T, &
L sk SR U Wi/ -7 36 38 11 £55 5 30 3 6 - 230 I 0 40
i e B SR B PR A bR AR L AR R R
05 TR = FLIR A 4120 miR-331-3p %3k 7K P F . 7% miR-
, miR—SBl—Sp\min3sllEil;i)§§J‘$7kIFXTJ‘?F’LH%E%% 331-3p E‘Ji‘%i@k%ﬁ%ﬁ&ﬂﬁ%%%%%%ﬁ@H¢ﬁ.§ﬁ¢c
R, miR-331-3p AR A/ 32 KAEAE S 5 RNA Y31
AHFFEERY . LncRNA XLOC_006390 fig % 15 4y P 5
3 #® FEAHE RNAL I miR-331-3p 19 % kK P B 2 B

LR AR 2 T L P UL B S R L AT R B
Bk 35. 76 7. K Z N 35. 62/100 000, FE T K K
8.47/100 000, /" 5 B 3 [8 Lo P et e 30 4F Ok Bl
0 LA T R0 0 A R L DRI L R ) % e
PERIT SR, — B E LIEK T #& i A A7 mf ),
E3RA> R F A T & A o B R R . IR A 5T 3L AR
I 2 9 ML, 5 R AR 6% TF A5 2L 8 TS 09 b g A
Yy, B EE IR B S, 1 R IR 5 b 2 A0 i A I
2 240 6 e 0 5 4 M A AR ) e B RS MR R R E

I BE R 1 56 72 . ABIESE R miR-331-3p (% kK
5 Mg TNM 0 8 e R EE A 56, o dr LR AL,
miR-331-3p YA /K T 9 7T 38 & £l #F T Ui g 3 A
BTk, A2 IR & A b B 1) R G Ak, 5 SRR g 1Y
fhga R . A WF5E K& BL, miR-331-3p il i # ] N-2
Pk 2 SE A A B AL B T A 3R GK UK, ) Wnt/B-#E
AR 38 %, 0 T 0 ) e 2 A 3 5 . miR-331-3p
FEIR KT R A P i G Bel-2/Bax & 42, PG L
Bz [0 J5 5 A o 156 50 firk s 4 i 1) T2 RS FR B BE L AR
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WA AR 52, LR g 41 21 miR-331-3p R KF 5
b RFE BR E-cad mRNA £ 1E M 56, 5 a] 5t &5 #r
N-cad.Vim mRNA £ fi ff %, B miR-331-3p &
IR KT E 0T BEIE A L AR R B R 18] A% AL {2 i
JibJe P R O R . PR, FLBR 8 P miR-331-3p A] fig
VE Ry —FhEZE R I i N KRR T IHE S
e 37F 2L i 9 A P R 3E e . AR &K B . miR-331-3p Ik
TR G FNE B E A R A BUGA L, LB HE
ARSI fak B R, A RES K miR-331-
3p MR K AR F I 2 2mt 2535 6 1 AW
Ik, 1G5 iR A X AR IT 25 B VS A IR T R KT
PES L PR AR T LR A 40 R miR-331-3p Y K ik
KA B T 3L AR UG AR . 8 SR IR IR .

miR-381-3p KL H 7 T 14q32. 31, i 4F 3k A #F 5%
R, miR-381-3p Z: 5 4 5 Ji e rh AL FE G 5l L 4 T L A4
MR ER AR E SRR FIT . b2
I 48 A R RT Uk B A A G, DL B Ak 9 R BCPY B K
P AHESE & B R AL 40 miR-381-3p B %
IRKSF 2 R, 378 miR-381-3p Y 3 ik /K F FE A%
Al He S 5 FLM I b & . A FLALHD AT BE S K
FEAE S ih RNA YR IKAKCE R A %, AR L.,
IncRNA CATI104 1E K50 F 43 455 IF M il miR-381
W55 ZEBL 3235 K F- o DT 3G fin Jiek 922 200 ffa 344 5 32 78
HMZZ8 AW H 240 i 08 T2 L AT 45 Rk B, TR
e 40P miR-381-3p BYFRA K5I TNM 4385 .
SRR FE A O, o Hr HHLH], fTAE S miR-381-3p 2 5
W E A S Y R A k. AT iE .
miR-381-3p MR A i F# Sox4 I Twistl, K i%
AR N - A5 5 1% 0 B, A1 F 3L IR 8 iR 20 i
f b Rz 1) R A B s s A R B R R L AR
WF 5T i A1 58 M 43 A, L 3E 52 miR-381-3p Y ik /K
5 E-cad mRNA 2 1EAH X, 5 N-cad, Vim mRNA
BEHAEG, £ IS P miR-381-3p R KFETF
Ve AR HE b e BT AL, £ R kR e Ab,
miR-381-3p AE % EL 12 ¥ 1] 08 Mk Fie 1l 192 A% Ml L 5 7% Tl
FE A0 < 0 P P ot M R A AT R 1 2R 38, miR-381-3p 1Y
T2 3K TR 9 AR T SE50CHH Ok P i M 4y — A T TR 0 R R K
T A2 E Tk 97 40 i 354 7 I 00 0 LR A0 i o
I, miR-381-3p 78 FL A 96 T E Sy i 10 ol IR 7, &
FEID ] b o R VR . ARHFSE K, miR-381-3p ik
FE IR KT i 2L MR g BB AR A TS 22 L OF B 2L
BEANRAFTENMS KR, AR, Sk
KA IE4 S RNA OIP5-ASL 38 1 #7 # miR-381-3p
() F 3R KT 3 o = iR RS R R B 1 B3 MR IB K, i
T 434 58 T 27L R 0 T 1 2 B BB B TR 2 1 S8k
BERRIE.

ZE F ATk, LR 4 40 miR-331-3p. miR-381-
3p RIBKFETHE, HERZEKFEYS E-cad mRNA &
A%, 5 N-cad. Vim mRNA 2 i 41 %, miR-331-

3p.miR-381-3p A e i {2 i | Bz ] 51 4% 1k , 3 7] 42
L A5 P g %) PR U . miR-331-3p. miR-381-3p
R 5 7L B N R TG A 6, 2 52 ) 2L e &
HARAELETUGE WA S AR B R, (AR B
AN ZAL, miR-331-3p. miR-381-3p XF FL AR &8 I iz [|]
Jo e Ak ) EARBIL ] 6 AT R L A 1 S J5 TR 1R 52 38 b
RIKTTIRE .

2% 3k
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