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Abstract: Objective To study the correlation of serum adenosine deaminase (ADA) ,interleukin-10 (IL-
10) and Toll-like receptor 9 (TLR9) with Epstein-Barr virus (EBV)-DNA load in children with EBV-associat-
ed infectious mononucleosis (IM). Methods A total of 98 children with EBV-associated IM who were admit-
ted to the hospital from February 2021 to December 2022 were prospectively selected as the IM group,and 50
healthy children who underwent physical examination in the hospital during the same period were selected as
the control group. The levels of ADA,IL.-10 and TLR9Y in the control group and IM group were compared,and
the relationship between ADA, IL.-10, TLR9 and IM was analyzed by linear regression. Receiver operating
characteristic (ROC) curve was drawn to analyze the value of serum ADA,IL-10 and TLRY levels and their
combination in predicting IM. According to EBV-DNA load, children with IM were divided into four sub-
groups:low load group (18 cases),low-medium load group (25 cases), moderate-high load group (49 cases)
and high load group (6 cases). The serum ADA,IL-10 and TLR9 levels were compared among the groups.
Spearman rank correlation analysis was used to analyze the relationship between the serum ADA,IL-10, TLR9
levels and EBV-DNA load in children with IM. Results Compared with the control group,the levels of ADA,
IL-10 and TLRY were significantly increased in the IM group (P <C0. 05). Linear regression analysis showed

*  BEEIE NRA LT B E R P RD 2E 8 (BS2020SW1444)
EE R 0, L, FIREEIN, EZ S ILN BT S,



Elfrf i E¥ 4% 20234 12 A% 44 %% 238 Int J Lab Med,December 2023, Vol. 44,No. 23 . 2925 -

that ADA,IL-10 and TLRY levels were related to the occurrence of EBV-associated IM (P <C0. 05). The area
under the curve (AUC) of ADA,IL-10, TLRY and their combination were 0.850 (95%CI 0.791—0.910),
0.867 (95%CI 0.811—0.924),0.891€0. 840—0. 943) ,and 0. 912 (95%CI 0. 843 —0. 956) ,respectively. The
levels of ADA,IL-10,TLR9 and EBV-DNA load from high to low were as follows: high load group, medium-
high load group,low-medium load group and low load group (P <C0. 05). Spearman rank correlation analysis
showed that serum ADA (r=0.526,P <0. 001),IL-10 (+=0. 610, P<0. 001)and TLRY9 (»=0.715,P<<
0.001) levels were positively correlated with EBV-DNA load in children with EBV-associated IM.
Conclusion The serum ADA,IL-10 and TLRY levels in children with EBV-associated IM were abnormally in-

creased,and the levels of the above indexes were closely related to EBV-DNA load,and the combination of the

three can effectively predict the occurrence of EBV-associated IM.
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1L-10 0.018 0. 008 0.211 2.210 0.029 0.002~0. 034
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a4 18 16.40+2. 61 6.68+1.99 2.3040. 39 3 756. 3641 582. 65
k-rh a2 25 24,7847, 44° 11.1843. 39" 3.10=0. 40 19 542. 6546 684, 52"
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SRR A L P <70, 05 5P B4 R, P<C0. 05 5 h-p 4k B 4t B, P<C0. 05,

x5 & ADAIL-10.TLR9 7k F 5 EBV #8% IM & JL
EBV-DNA = X4

55 F ADA 1L.-10 TLRY
r 0.526 0.610 0.715
P <0.001 <0.001 <0.001
RINRA it

EBV-DNA &3k B T itk [ 40 fa A B ik 18 9% 25

B, EBV-DNA # i ] 2h & e B dL IR Y EBV J5 19
e TR HOW T R IM RS W, EF
TR B BILN RIS 2 85 JF i i 3 EBV-
DNA ¥ A A /NS BIILN R IR B E— H 2
B A7 7E — 2 1 T A 28, S0 PR A7 7 6 A JL At 48
PEATIB I

A WFEIN N EBV #E AWLIAIG S5 B ik 2 40 i
R Z A CD21 456 B U2 B itk T 48 i, 776 B ik



Elfrf i E¥ 4% 20234 12 A% 44 %% 238 Int J Lab Med,December 2023, Vol. 44,No. 23 . 2927 -

EL 44t g S 2 A VR AR Y L BT AR R A L 5
SO G M, 3 — 2 3F EBV 35 5 40 i i 4k,
HATUAARAE 32 3] e 22 il % B 328 10 1) 548 M 48 0E 45 IR 3R
L AR T B Wk L 4l b ) EBV Bk 5B G L T
RS VBRI, S EEHLE S5 EBV T
) FH G 2005 AT 0%, 1T 1 22 5 B 8 HIL I AH DG 1 f g A
T RIER Tl fE4E EBV A5G IM & i 72 b & # 56
HEVE . B ke 40 AE & w9 BRI 2 LMPL 2
TLRY #% 5% B9 3 0 ] 7). EBV-DNA 3% J¥ 0 3%
TLRY . T 2% 4% 2 4 ffd vl 3 2 TLRY 43 F 55 EBV i
W LM R DNA, L. TR A 2 400 TLRO
{5538 B Rl E s 04 TLRO 3 3 7% 4k . 76 4k A 4R &%
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EBV M9 pe b ik , BEARHLARPLIS 8 68 )75 (2) TLRs ]
P EBV B [, 55 5 1% 38 2 40 B N 2% 28 48 3k
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B T bk B A0 A A ) T o A2 B 1 B bR B A i —
A5 B Ik 20 T B AT B R ADA 8RR
AL (2)EBV L J5 23 3 3l T bk U 4 i X 95 25 Bt I
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