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Abstract: Objective To investigate the predictive value of the expression levels of YY1 transcription fac-
tor (YY1) and microRNA (miR)-181a-5p in peripheral blood mononuclear cell for adverse pregnancy out-
comes in gestational diabetes mellitus (GDM). Methods A total of 200 patients with GDM were enrolled as
the GDM group. 100 healthy pregnant women who underwent prenatal examinations during the same period
were selected as the control group. The expressions levels of YY1 and miR-181a-5p in peripheral blood mono-
nuclear cell were detected by fluorescent quantitative PCR. Receiver operating characteristic (ROC) curve was
drawn to analyze the predictive value of YY1 and miR-181a-5p for adverse pregnancy outcomes in GDM pa-
tients. Results Compared with the control group,the expression levels of YY1 and miR-181a-5p in peripheral
blood mononuclear cell of GDM group were obviously decreased (P <C0. 05),and the incidence rates of post-
partum hemorrhage, macrosomia and neonatal hypoglycemia in GDM group were obviously higher (P <<
0. 05). Multivariate Logistic regression analysis showed that age and poor blood glucose control were inde-
pendent risk factors for adverse pregnancy outcomes in GDM patients (P <C0. 05) ,and the expression levels of
peripheral blood mononuclear cell YY1 and miR-181a-5p were independent protective factors for adverse preg-
nancy outcomes in GDM patients (P<Z0. 05). ROC curve results showed that the area under the curve (AUC)
of the expression levels of YY1 and miR-181a-5p in peripheral blood alone and in combination in predicting ad-
verse pregnancy outcomes in GDM patients was 0. 717,0. 751 and 0. 832, respectively,and the AUC of their
combination was obviously higher than that of the two alone (P<C0. 05). Conclusion The decreased expres-

sion levels of YY1 and miR-181a-5p in peripheral blood mononuclear cell of GDM patients could increase the
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risk of adverse pregnancy outcomes, YY1 and miR-181a-5p are closely related to adverse pregnancy outcomes

in GDM patients,and both could be used as predictors of adverse pregnancy outcomes in GDM patients.
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JRH) AUC K 0. 717, 8278 YY1 W62 5 GDM 4 &
A R GDM BE R RATURES JR A — 5 1 T A1y



.« 16

ERAREFRLE 2041 A% 4545% 14

Int J Lab Med,January 2024, Vol. 45,No. 1
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T B 7R A R AN K 414N E il PBMC 1) 335 K -
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AN RAEYRES Jay (4 7 AR R R BRI RN R AE IR 25
Ja ) AUC A 0. 751, #£ /8 miR-181a-5p Al fiE & 5
GDM ##2 , % GDM & A R 4T IR 45 ) A7 — % 1) Tl
WA, SONG %7 % B, miR-181a-5p % ik /K F IF
o A R T R 0 BROX A 2B R B R A . M
miR-181a-5p ik~ 4 A e A8 ok JjE 5 2= HEHo 1S m,
# GDM 5. $5 GDM B FH A BATIRES R,
ShE I PBMC H YY1, miR-181a-5p B4 il GDM
BEANRIEIRSE R AUC 4 0. 832, H B4 1 i
) AUC B S & T 2 foph Jt il , & B 40 )8 1 PBMC
H1 YY1 . miR-181a-5p B A Hilill GDM & # 1A B 4F
URZE Ry R T A TR

25 TR, YY1, miR-181a-5p ik /K F 1 GDM
AN I PBMC R REAIG 3450 A8 BT IR 45 Jmy (%) 4 7
AR ZE TN GDM & R B IR 45 )5 i 70
K. g8 GDM M & EHLHI BN Z 44, YY1, miR-
181a-5p £ GDM th i VE i 12 A 1F i — 2P 5T .
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