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Abstract: Objective To investigate the expression and potential diagnostic value of six-transmembrane
epithelial antigen of prostate 1 (STEAP1) in bladder transitional cell carcinoma. Methods 52 patients with
transitional cell carcinoma of the bladder who underwent surgical treatment at the 940th Hospital of Joint Lo-
gistics Support Force of the Chinese People's Liberation Army from June 2021 to December 2022 were select-
ed as the observation group. In addition,52 patients with benign tumors of the bladder who matched basic clin-
ical data such as age,gender,and disease incidence were selected as the control group. The relative expression
levels of STEAPI and STEAP1 mRNA in bladder tumor tissues of patients in the two groups were deter-
mined by enzyme-linked immunosorbent assay and real-time fluorescence quantitative PCR, and the relative
expression levels of STEAP1 and STEAPT mRNA in bladder tumor tissues of patients with different patho-
logical parameters were compared. Spearman correlation analysis and binary Logistic regression analysis were

used to screen the risk factors for the occurrence and clinical stage of bladder transitional cell carcinoma. Re-
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ceiver operating characteristic(ROC) curve and area under the curve(AUC) were used to evaluate the diagnos-
tic and predictive value of each indicator for bladder transitional cell carcinoma. Results The relative expres-
sion levels of STEAPI and STEAP1 mRNA in bladder tumor tissues in observation group were significantly
higher than those in control group, with statistical significance (P <C0. 05). The relative expression levels of
STEAP1 and STEAP1 mRNA in bladder tumor tissues of patients with middle and advanced bladder transi-
tional cell carcinoma were significantly higher than those of patients with early bladder transitional cell carci-
noma,with statistical significance(P<C0. 05). Binary Logistic regression analysis showed that the relative ex-
pression level of STEAP] and STEAP1 mRNA in bladder tumor tissues of patients were independent risk fac-
tors for the development of bladder transitional cell carcinoma and middle and advanced bladder transitional
cell carcinoma (P <C0. 05). ROC curve analysis showed that the AUC of STEAP1 and STEAP1 mRNA inde-
pendently predicting the occurrence of bladder transitional cell carcinoma was 0. 841(95%CI:0. 760—0. 922,
P<C0.001) and 0.936(95%CI:0.893—0.980,P<C0.001),respectively,both of which had high predictive ef-
ficacy. Conclusion The relative expression levels of STEAP1 and STEAP1 mRNA in bladder tumor tissues of
patients are positively correlated with the occurrence of bladder transitional cell carcinoma and the middle and

advanced bladder transitional cell carcinoma,suggesting that STEAP]1 can be used as a potential marker for di-

agnosis and prediction of the occurrence and development of bladder transitional cell carcinoma.
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