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Abstract: Objective To investigate the correlation between the expression of long non-coding ribonucleic
acid growth arrest specific 5(IncRNA GAS5), phospholysine phosphohistidine inorganic pyrophosphate phos-
phatase(LHPP) and epithelial-mesenchymal transition(EMT) in cancer tissues of patients with non-small cell

lung cancer(NSCLC) and its clinical significance. Methods Cancer tissues and adjacent tissues of 90 patients
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with NSCLC who underwent surgical resection in the First Hospital Affiliated to Hebei North College from
June 2018 to January 2020 were collected. The expressions of IncRNA GAS5,LHPP and EMT-associated pro-
teins [ E-calmodulin(E-Cad) , N-calmodulin(N-Cad) ,and vimentin(VIM) | were detected by real-time fluores-
cence quantitative polymerase chain reaction. The relationship between IncRNA GAS5 and LHPP mRNA and
clinicopathological features in cancer tissues of NSCLC patients was analyzed,and the correlation between In-
cRNA GAS5 and LHPP mRNA and EMT-associated proteins expression in cancer tissues of NSCLC patients
was analyzed by Pearson correlation. Kaplan-Meier method was used to plot the survival curves of NSCLC pa-
tients with different IncRNA GAS5 and LHPP mRNA expressions,and multivariate Cox regression was used
The expressions of IncRNA GAS5,LHPP mR-
NA and E-Cad mRNA in cancer tissues of NSCLC patients were lower than those in adjacent tissues, while the

to analyze the prognostic factors of NSCLC patients. Results

expressions of N-Cad mRNA and VIM mRNA were higher than those in adjacent tissues,with statistical sig-
nificance(P<C0. 05). Pearson correlation analysis showed that IncRNA GAS5 in cancer tissues of NSCLC pa-
tients was positively correlated with E-Cad mRNA expression(r =0. 724, P<C0. 001) ,and negatively correla-
ted with N-Cad mRNA and VIM mRNA expression(r =—0. 699, —0. 689). P<(0. 001) ; IncRNA GAS5 was
positively correlated with LHPP mRNA expression(r =0, 651, P <C0. 001). The mRNA expressions of In-
cRNA GAS5 and LHPP in cancer tissues of NSCLC patients with different degrees of differentiation, tumor
TNM stage and lymph node metastasis were significantly different(P<C0. 05). Kaplan-Meier survival curve a-
nalysis showed that the 3-year overall survival rate in the IncRNA GAS5 high expression group [68. 18 % (30/
44) ] was higher than that in the IncRNA GAS5 low expression group [36. 96% (17/46) ]. The 3-year overall
survival rate in the high LHPP mRNA expression group [ 67.39% (31/46) ] was higher than that in the low
LHPP mRNA expression group [ 36. 36% (16/44) ], and the difference was statistically significant (X* =
10. 274,10, 322,P<<0. 05). Low differentiation, TNM stage III and lymph node metastasis were independent
risk factors for death in NSCLC patients,and IncRNA GAS5>1. 32 and LHPP mRNA=>1. 12 were independ-
The low expression of IncRNA GAS5 and LHPP mRNA in

cancer tissues of patients with NSCLC is related to EMT-associated proteins expression, differentiation de-

ent protective factors(P < 0. 05). Conclusion

gree,tumor TNM stage,lymph node metastasis and prognosis,and may become a new target for the diagnosis
and treatment of NSCLC.
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5 NSCLC 40 s 5 iF 8 MR 8 A K . ARBF5e 4
R EIR,NSCLC B F R4 4ih LHPP mRNA Fik§
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RFE IR 3 4 BAF R, LHPP mRNAZ=>1, 12 Ak
SRR FE (P <0, 05) i — UL LHPP 2 5
NSCLC k4 KR, s #r i Al g2 LHPP & %k
READ I Wt/ B3 PR A L 06 I 56 UL 3-8t/ 2 1
fif B A5 {5530 00 . 3 NSCLC 40 A 3 5 L 401k .
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A 5%, LHPP 5 /i 40 Mo 40 g EMT A 5 At
FEEER PR NSCLC B4 2 IncRNA GASS 5
E-Cad mRNA £ik 5 EM K (-r=0.724,P <0.001),
5 N-Cad mRNA, VIM mRNA ik & iM% (r=
—0.699,—0.689,P<C0.001), 4/~ IncRNA GAS5,
LHPP mRNA FiA T & ] g it EMT {2 i#f NSCLC
oA ff W Ve . AR HRE . I IncRNA GASS,
LHPP fig#@ i M EMT LU NSCLC 41 i %t it
JESEL B A AR B 5T 45 R R IncRNA GASS 5
LHPP mRNA ik 2 FEAMKG-=0.651,P<0.001),
/8 IncRNA GAS5 fl LHPP "] gg 3L [l i EMT &
5 NSCLC &4 & B, it YANG %7 3l i o
6 FE AR A RS DU A % B, R IncRNA GASS fig
s miR-217 b 3% LHPP 3k, 7 0 NSCLC 41
fil EMT iE#8 fi iR 28 . (H AW 5245 i 75 2 vh oo
FEHAE, % T IncRNA GAS5,LHPP £ 5 NSCLC #y
PLHI A Rtk — 20 S A B,

Zi I BT i, NSCLC M # 8 41 20 v IncRNA
GAS5.LHPP mRNA k£ 5, 5 EMT M X H H £
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