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JaJE LR b 8 & A F A, IncRNA MIRI00HG /£ AF 28 it % 20 22 & % & & ik, iF @ i 5% 20 22 F IncRNA
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Correlation between IncRNA MIR100HG and malignant biological behavior of hepatocellular
carcinoma and its relationship with the regulation of hsa-miR-2355-3p
WANG Xia
Department o f Medical Laboratory Center  Huai'an First Hospital Affiliated to
Nanjing Medical University s Huai'an s Jiangsu 223300,China

Abstract:Objective To investigate the expression and clinical significance of long non-coding RNA (In-
cRNA) MIRI00HG in hepatocellular carcinoma tissues,and to verify the regulatory relationship of IncRNA
MIR100HG and hsa-miR-2355-3p and its effect on migration and invasion ability of hepatocellular carcinoma
cell. Methods  Real-time fluorescence quantitative PCR was used to detect the expressions of IncRNA
MIR100HG and hsa-miR-2355-3p in ¢cDNA chips;the correlation between the IncRNA MIR100HG relative ex-
pression level in hepatocellular carcinoma tissues and clinicopathological parameters as well as prognosis were
analyzed.,dual luciferase reporter assay was applied to verify the regulatory relationship between IncRNA
MIR100HG and hsa-miR-2355-3p, the effects of IncRNA MIR100HG and hsa-miR-2355-3p on the migration
and invasion of hepatocellular carcinoma cell line HepG2 were utilized by Transwell assay. Results Compared
with the down-regulated expression of hsa-miR-2355-3p in hepatocellular carcinoma tissues, IncRNA
MIR100HG was abnormally highly expressed in hepatocellular carcinoma tissues. In hepatocellular carcinoma
tissues, IncRNA MIR100HG high-expression group had larger tumor maximum diameter, and were more
prone to lymph node metastasis, vascular invasion,and distant tumor metastasis. The higher the level of serum
gamma-glutamyl transpeptidase,the higher the TNM stage of tumor and the more inclined to tumor recur-
rence. In patients with hepatocellular carcinoma in TNM-stage [ to [V, TNM-stage | and TNM-stage I ,the

overall survival rate and relapse-free survival rate of patients in the high expression group of IncRNA
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MIR100HG were significantly lower than those in the low expression group. Multivariate regression analysis

showed that abnormally high expression of IncRNA MIR100HG was an independent risk factor for poor prog-

nosis in patients with hepatocellular carcinoma. Transwell experiments showed that down-regulation of hsa-

miR-2355-3p could reverse IncRNA MIRI00HG silencing-mediated inhibition of invasion and migration of

hepatocellular carcinoma cell;Dual luciferase reporter experiments indicated that IncRNA MIR100HG may in-
teract with hsa-miR-2355-3p physically. Conclusion The abnormally high expression of IncRNA MIR100HG

is closely related to the malignant biological behavior of hepatocellular carcinoma, which may promote hepato-

cellular carcinoma migration and invasion by mediating hsa-miR-2355-3p.
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RNA(ncRNA) J& T K B # i 200 #1712 19 JE g 15
RNA,JLF- A B & TS 1 fE 717 IncRNA #]
DL 5 35 4 v 9 M RNA Y 7 2098 #5230/ RNA
(miRNAs) F ik, ki £ iIEYE R M, IncRNA £
JIF 40 M g A % B AR PR B T AR A, .
IncRNA X~ i M 4F 7 1k e s Wy i miR-192/ = Bk
FEJP M 25 {2k 2 A 48 0 7 AH OC T 4 At 98 4 A A
R AIT R, APPSR I, miR-100-let-7a-2-miR-
125b-1 15 £ HE (MIR100HG) 7ZE 45 B W i . B 9w . =
B P LR g | T IO 9 45 22 ol 0 % B e b S e R R
{52 H7E I 40 0 95 b i 3% 35 AL I T 9T & A 4R
WL R A ST G AR I IneRNA MIR100HG
5 hsa-miR-2355-3p 7F 40 i Jig 41 21 b 1) 3258 338 1o
OS2 8% gr B — F O I X R, 1T IncRNA
MIRI00HG I T 40 il di & A= & & i s i, B4 38
mr,

1 #R5HE

1.1 — %kl $EEL 2017 4F 6 & 2018 4F 10 A i
FTFARIGIT 1Y T 40 i g F & 90 B AE 0 BF 58 X 42, W
FEXT G I TNM 20 814y 5 TNM 1 #1 59 ],
TNM [ # 24 ] , TNM Il # 2 %], TNM IV} 5 6,
HABRE - (1) 58 8 By I PR3 B2 2 85 Bl U7 9581 (2O JF
20 98RBT TR AT ARA M TR R R B A2 U IR T AR
RIT R AR VAT . HEBR bR UE . (1) I FR 5 28 2 BRI B
Vige e ; () B kR G 4k 82 8 F RIB97; (3 /It
LAt o 245 1 ek g g )RR 2 IO i 9 2H 40 R % I 1
JE o U RS B IR A2y 5 em DU L
AW R 4 bR H 40 M 40 R HepG2, MH-
CC97H.SK-HEP-1.SMMC-7721 #1 1 ¥k A IE % I
i R 1O, , HepG2 . MHCC97H i I ¥ Bl B 40 i
fr#tfit, SK-HEP-1, SMMC-7721 W 4 T 22 E ATCC
40 i

L2 XA bR A A R A R it eD-

prognosis;

migration

NA A8 F g% 5 HLivH180Sul6, I i 7 8l 2E ¥
7 BR A w4 4 f sk MIR100HG 19 3 A~ F 3t B B Csi-
MIR100HG) ; g A= T A Y145 B2 Al $2 fit hsa-miR-
2355-3p L/ H1 ¥ . IncRNA MIR100HG B &
A IncRNA MIR100HG %€ 48 B X %6 )t 2 il iz 45 2%
A5 55 E TR BRRAE AT B2 w2 0 0L O 3R Tl 4 1 S
A 0 38 7

1.3
1.3.1 40t FFaMeE g & SMMC-7721 &

RPMI 1640 H 3555 (& H 10%BHE MG 1% HH5 .
1% EEE ) , AU 275 DMEM w5 3%, i A 35 35
M E T 37 °C.5%CO, HYIRIE B P i 5,

1.3.2 W98t E & PCR(qRT-PCR)#:ll IncRNA
MIR100HG F1 hsa-miR-2355-3p M X} % ik K fii
H Trizol 550 & (W [ 32 H FE 8 AW A RA\D #2
H 4 ik Y RN B 5K 38 5% 5% o 5 4 DNA
(cDNA) , B AMfi B9 cDNA S8 5 42 6 4 2L 32 5
By E RNA 365 528 cDNA J5 8 T ke %), i
qRT-PCR X7 & (W [ 55 [ V948 35 A= W A BR S | 78
ABI 7500 %¢ )¢ & & PCR ¥ I K I IncRNA
MIR100HG Fl hsa-miR-2355-3p Al X} % ik /K F. LU
H ol W3-8 R L A B ( GAPDH) A IncRNA
MIR100HG BN %, U6 N hsa-miR-2355-3p HI N,
Ph27 25 1T SRR A B KO i H S W L3 1,
1.3.3 ZMEERSE MR ETE S [F b 3 i 40
MIAE 12 L AR H i A7 35 57 . W SO L B m A Tran-
swell [J2/NE [ =278 5090 70 10 #8 S 40 JL il |- 2 4l
— BRI CER/NEF)  HRBEERTBEE K
T 10% JRA M M RO AR R 2 /NE S 4
it %% 185 35 1] 80 96~ 90 Y6 B, 44 oA 3 3k 7 FLL %) 200 JH P A
B2, WL 2 v R R VR U B A 4L A A L o ok
T FL %) A Hf A 490 2 B R 2 )R E BB R
i,

1.3.4 MG e MBSO R A S0 g O Bl
K SMMC-7721 40 i JF F & 10% J6 4 1 & 1Y
DMEM il 8 5 B 40 Jf 2 v, B3 S b 2 Fh F 6 fL A s
HCEF 37 °C 5% CO, MIFEFHPIFE , @ik IncRNA
MIR100HG Fr H B R IF 5 W3R 1, 3£ 0 3 4> siR-
NAs ZER% TR ek 5503 B A48 An T 5 2255 5 .
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f§i i Starbase2. 0 Chttp://starbase. sysu. edu. cn/) &
A W15 B B R E IncRNA MIR100HG 5 hsa-
miR-2355-3p WIETELS &0 5 . % & A hsa-miR-2355-
3p 45 A7 A IncRNA MIR100HG B £ 9 71 % 745 7§
vERER] pGL3 Uk b, 18 8 XL Ot 3R i 4 4 Bk, Al

H lipofectamine 2000 H 4 7* i 1hd B 45 44 B2 S K il
45 B AR 5 I Pk % B S hsa-miR-2355-3p 259 /40
ey e ge 28 SMMC-7721 4, 48 h J5 I 5E 45 4
GO CR G P, AR T B O R S PR IncRNA
MIR100HG #r Ak 2y #H XF 235 K-

x1 3| ¥ S FNBURL IncRNA MIR100HG B EBES(5' —3')

510 77 50 A0 S T R 5 e 5 K/ (bp)
IncRNA MIR100HG | #% 5'-GTGGCAGAGTAAGGGATGGA-3' 20
IncRNA MIR100HG F ¥ 5'-GGGGATGAACCATTGACAAC-3' 20
GAPDH ¥ 5'-GAGGTGGTTATGACAACTA-3' 19
GAPDH Tt 5'-TGGTCATAATGCAGAAGTA-3' 19
hsa-miR-2355-3p it 5'-ACAGUAGUCUGCACAUUGGUUA-3’ 22
hsa-miR-2355-3p T i 5'-GAATCTGCGAGAGACACCATC-3' 21
U6 I i 5-GCTCTTTATTGGTGGCTTAAG-3' 21
U6 T il 5-GCTGTTTGTTGGCGGAATTAA-3' 21
siRNAs £ H iR

si-MIR100HG-1 # 5'-GCACTATAGATCATGAGCTT-3' 20

si-MIR100HG-2 # 5 -TATGTATAGAGAGCTGCTGA-3' 20

si-MIR100HG-3 # 5'-GACGACGGAAGTGTTTGGAT-3' 20
93 % B 5'-TTCTCCGAACGTGTCACGTAA-3' 21

1.4 itz SR H SPSS25. 0 I GraphPad
Prism ¢ 8 A% #E 47 BUE 73 7 - £F 5 B 40 A 3 i
TR, &£ R, A R AL ¢ K5 L e X ¢
fr g, B IE A TR BER L M (P, Prs) /R oK
FHAES 5L wilcoxon kRIS 56 b #0241 18] 22 5 5 11 k)
KR LR B 8K FH Pearson X° K5 5% Fisher
B b) A 2R ik, K 90 B 40 B 9 4 21 P IncRNA
MIR100HG X} 3% 3k K FHE 77, 8T 7 Boe Lok
IncRNA MIR100HG KA 4 . & T 50 % T o A7 5]
E XN IncRNA MIR100HG 5 % 35 40 5 % 1] Kaplan-
Meier £k $EAl IncRNA MIR100HG 2 35 %F JiF 41 ffd
R E DR AE R TR R AEAE R, IncRNA
MIR100HG & F ik 4H . IncRNA MIR100HG 1k % A
H 2z A AR Bk T Log-Rank ¥ . R Cox )
AN g i T A ) R e e <t N TN RV [
KR, AL 2 /03T 3 k. P<<0. 05 /R
EZRAGITHEX.

2 % ES

2.1 4042 IncRNA MIR100HG A8 % %35
KFEEHBEGKBEE SR T4 i 41 41

IncRNA MIR100HG #H X} 3 35 /K - [4. 251 (3. 260,
5.302) ] T e 20 IneRNA MIR100HG X%
iKK[0. 044 (0. 039,1. 037D ], Z R H G 1% 3 X
(Z=8.206,P<C0.001), M 40fi¥w 441 hsa-miR-
2355-3p ARk K FL0. 056 (0. 025,1. 215) K T &
% 4 hsa-miR-2355-3p A X 3¢ ik K F [3. 120
(2.100,4.293) |, 2R A HIT 2 H X (Z=28.239,P<
0.001), FFZ0MLIE 4121 H IncRNA MIR100HG # %
eI RN G Sy NE 2N & N T 1 s R N T 2 AN 1
1R b Je G Ak e RS s ML Ve y-A R Ok AL R W (-
GGT) /K- 5, Mg TNM 3 1088 5, 50 (] 7 el 9
Bk (P<T0.05), AL, i 40 9 41 21 F IncRNA
MIR100HG #H X} 2 ik 7K 7 5 [ 9 Je K A% L bk EL 45
MR IR e A s v-GGT K i
TNM 53 W1 J b 983 52 & A7 5% o T JHF 48 M 98 41 20 In-
cRNA MIR100HG #HX} 3R ik 7K P 5 8 35 1 51 AR 18 .
i e K5 JF R A DR B0 L TR A 235 S A B e o
CHFRMEPUFCRES 7 B IR & A (AFP) (N &R &
B (ALT) K FEL K (P>0.05) ., W& 2,

x2 AL B IncRNA MIRIOOHG X REZEKFEEERKFESHIXER (1)

I DA 2 2 K n IncRNA MIR100HG {3 ik 20 IncRNA MIR100HG 5 % 541 x? P
51 0. 450 0.502
5 80 39 41
o 10 6 4




* 368 - Efra i EF 2 2024 5 2 A% 45 %% 34 Int ] Lab Med,February 2024, Vol. 45,No. 3

gk 2 BB A LA P IncRNA MIR1I00HG X RIZEKEFEEERKFESHBXER (1)

e PR 975 2 2 4 n IncRNA MIR100HG {§ ik 40 IncRNA MIRI100HG & ik 4 x* P

AR 2. 166 0. 141
=60 % 22 8 14
<60 % 68 37 31

Jib 923 % H 2.589 0.108
A 79 42 37
E2N 11 3 8

JTRE AL - 0.485*
[ikis 9 6 3
FH P 81 39 42

JTRE Ak 25 - 1. 000"
0~14 9 5 4
2~3 4~ 81 40 41

i 968 A0 1. 607 0. 205
A5 % 48 21 27
5% 42 24 18

Jib 988 Fe R AR 6.428 0.011
<4 cm 42 27 15
=4 cm 48 18 30

MR — 0.026"
T 84 45 39
B 6 0 6

IRER S - 0.006"
W 82 45 37
H 8 0 8

i 988 378 Ak % - 0.026"
Tk 84 45 39
B 6 0 6

CIFFRMHTFARDS 0.067 0.796
31 19 9 10
A 71 36 35

1iL 7% AFP /K 0.431 0.512
=400 pg/L 57 30 27
<400 pg/L 33 15 18

L% ALT /K 0. 368 0. 544
=40 U/L 53 13 20
<40 U/L 37 12 25

L7 v-GGT 7K 7.756 0. 005
=45 U/L 53 20 33
<45 U/L 37 25 12

JisRE TNM 4314 - 0.012°
I~ 83 45 38
I~ IV 7 0 7

iy 42 % 75. 306 <<0. 001
82K 41 41 0
HHEK 49 4 45

TE " KR Fisher § 601696 , — %78 THE .

2.2 IncRNA MIR100HG #HX} #iE K-S ss B TNM T TNM I B 43 00l 2 47 9 J5 20 A (el F
BEWEMER HFAMEE SRR TNMT ~N  TNM [TV 89 8B40 BA 2 B 5 6], FEA 2
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KA TR T 8 . TNM T ~IV# . TNM |
WIUTNML 0 20 i 9 28 & IncRNA MIR100HG &
KR BERAEARHMFRERIN . ZRA5T¥E
N (X*=52.06.,27.99.11. 13, P<C0.05); TNM [ ~
VI CTNM T 1  TNM T 39 51 40 B 9 J & IncRNA
MIR100HG & FRIIEH TG R A fE RN TR AL,
ERH S E L (XP=091.60.60. 72.21. 59, P<<
0.05), WLIE 1. 2 Cox Ho i JRURE 5% 0 45 45 52 i JiF 4
95 FE A A BT ] ) 2 S A S DR 3R L R AT R i Ak
HRELOME TNM Il ~ IV, A % & M IncRNA

MIR100HG $7# #5215 CFf 90 )i 40 i i 4121 In-
cRNA MIR100HG A X} 238 K F-HEJF & F 2% T
EEU 7 X R IncRNA MIR100HG F 4 mF#E k) &z
TeM R A 5 RS TNM T ~ 11, B & & Al IneRNA
MIR100HG IR 3R 15X JH- 48 ffd 987 £8 & 19 Tl 3 7= AR
Rl m, 22 % H G it 24 8 L (HR =11. 156 ,6. 462,
8.585.7.799,P<C0.05), IncRNA MIR100HG & #
1R 2838 S T 40 R R CE TR AN B M ST fE B R R
(P<<0.05), W% 3.4,

100 Y 356
80 1 X?=52. 06 80+ X?=27.99 80- X?=11.13
) P<0. 05 S P<0. 05 g P<0. 05
B 60 1 B 60+ B 60-
it I &
g 4y iﬁH 401 ¥ 401
piz) . pe =~ MIR100HGIEK FiALH W N =
S 20 - L M|R100HG1&$]KQH 20 N MH“OOHG-%;&itZH 201 M|R100HG1EE,§TK,E
—— MIR100HGE R A — MIR100HG/S A4
0 g y ; ) 0 : .
0 20 40 o % 20 40 60 0 20 4 60
A EEAZIE (1 A) c 72018 (4 B) E #1218 (D B)
100+ 1004 100 Ll
2 801 X*=91. 60 g 801 =60, 72 2 801 X*=21.59
5 P<0. 05 B R 1 % P<0. 05
% 604 it 60 : i+ 60
H H : # —= WIR100HGIE AL
4 40+ = MIR100HGIE Z=iA4H ﬁ 40+ _— MIR100HG1£E$1MH m 40 4 | MIR100HGE 35k
ﬂg — MIR100HGES FiALE 2 — MIR100HGR 3k 4R -
204 204 20 4
0 T T 1 0 T 0 1
0 20 40 60 0 20 40 60 0 20 40 60
B K F8FE (MA) D & fAtiE (4 B) F i =R (A B)

T ALB A SIPEAE 90 5 TNM T ~ IV 3 41 i % IncRNA MIR100HG 5 A4 R A4 B R A 7RG E K AT C.D 4 H1PEAS 59
18] TNM T 90T 40 A 4 £ 3% IncRNA MIR100HG i Fib 41 AR F B 4 S A Fr R A T0 5 & AR A7 3 ELVF 23 BI3TAN 24 41 TNM T 393 AT 40 fL s 28 2% In-
cRNA MIR100HG 5 R ik MR I5H B A R R AR5

1 Fré R 25 IncRNA MIRI0O0HG BREA RRIEZABEEFEMEE L EFEN Kaplan-Meier £7F #i &
*3 EnfFHREEEEERENREEZEESH

EES B SE Wald X* HR(95%CI) P

% 1.325 0.416 10. 145 3.762(0.795~5. 035) =0.05
=60 % 1. 267 0. 367 11.917 3.550(0. 715~5., 231) >0.05
i % B 2 A~ 0. 688 0. 124 30. 782 1.990(0. 375~1. 544) =>0.05
ST R A B 1.024 0. 357 8.226 2.784(1.815~3.783) <<0. 05
JFRE AR E5 T 2~3 4 1.107 0. 498 4,941 3.025(0. 796~4. 481) >0.05
i 96, JEAS ¢ % 0. 601 0.243 6.027 1.824(0. 627~3. 256) =>0.05
Jii B KA =4 cm 1. 459 0. 499 8. 549 4.302(0.948~5. 836) >0.05
Ak AR 3.112 1.126 7.639 22.466(9.296~25,163) <0.05
A 1B R 1.211 0. 399 9.211 3.357(1. 257~4.547) <0.05
LR Ty 3 3.047 1.256 5. 885 21.052(7. 389~26.372) <0. 05
PR BT JECAR S B A 1. 007 0. 399 6.370 2.737(0.862~3.482) =0.05
3% AFP=400pug/L 1.768 0.677 6.819 5.859(3.675~7.183) <20. 05
135 ALT=40 U/L 0. 697 0.235 8.797 2.008(0. 749~3. 245) >0. 05
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gR3 EIFEmEsEEEERENRAEEZEEESH
K& B SE Wald X* HR (95%CI) P
%% y-GGT=45 U/L 0. 499 0.198 2.520 1.647(0. 738~2. 375) =>0.05
TNM [~ IV 3.001 0. 610 24,205 20.106(8. 778~26.128) <<0.05
AEK 2.210 0.498 19. 695 9.116(4. 545~12.876) <20. 05
IncRNA MIR100HG 5% 7 % ik 3.010 0.779 14.930 20, 287(16. 261~24. 268) <0.05
K 90 1 AT 20 B 98 41 2R o MIR100HG X 235 7K - HEF i T 804 T o 0800 52 8 IncRNA MIR100HG 5 w5 % 3k,
Fx4 ENFHREEEEERENSEZEESH
= 8 SE Wald X* HR(95%CI) P
JHF A Ak BH 0.491 0.216 5.167 1.634(0.796~2.461) =0.05
AikC T 0. 344 0. 185 3. 457 1.4110. 854~3. 254) =>0. 05
A I ERIC 1. 002 0.478 4. 394 2.724(0.949~3. 658) =>0.05
b I Ak e B 2.412 0. 466 26. 791 11.156(8.576~14.061) <0. 05
3% AFP=400 pg/L 0.589 0. 364 2.618 1.802(0. 886~2. 894) >0.05
TNM [ ~ V3% 1.866 0.513 13.231 6.462(4. 665~10.014) <0.05
HEKR 2. 150 0.483 19. 814 8.585(6.626~10.177) <0. 05
IncRNA MIR100HG 5% & % ik 2. 054 0.423 23.579 7.799(5.658~10. 263) <0. 05

2.3  LncRNA MIR100HG 7E R4l pg =38 &
FROUESOCR B B E X 4 AR T 4 i 48 i &R HepG2.

MHCC97H,SK-HEP-1, SMMC-7721 K& A iE ¥ I I 40
fii 2 LO, ' IncRNA MIR100HG #H X} 2235 7K F #1746
W25 F % B 4 BRI 20 982 40 22 HepG2 . MHCC97H
SK-HEP-1,SMMC-7721 1 IncRNA MIR100HG #H%} 3
SRR3R (2. 50£0. 20) . (2. 6040, 18) . (1. 30+
0.11).(6.30E0. 16) , H o JH 4 M J8 40 is & HepG2,
MHCC97H, SMMC-7721 4 i IncRNA MIR100HG
FEXF R IR K S T N IE & IR I & LO, ' In-
cRNA MIR100HG AHX} ik K F- (1. 00£0. 16) , 22 7
G128 L (P<C0. 05) ; JHF 40 ff 985 40 s ;2 SK-HEP-
1 5 ANEH FFIE4 M %R LO, ' IncRNA MIR100HG
FAXT R B L 2 RS T F B L (P>0.05), %
HUJFF 240 e s 40 L 2 SMIMIC-7721 5 % 3 AN T340 Fr B (i
MIR100HG), B # X M, si-MIRIOOHG-1 # . si-
MIR100HG-2 # | s MIR1I00HG-3 # i ¥ /5 IncRNA
MIR100HG A % 58 5 7K ~F 43 5l 2y (1,00 0. 16)
(0.76+0.05),(0. 60+0.05), (0. 07+0. 02), HH si-
MIR100HG-3 # "#i )5 IncRNA MIR100HG AH X} 3
KK 3 R R (P <<0. 05),

2.4 LncRNA MIRI100HG 7E i 48 i & 40 it + ] fig
JEHE hsa-miR-2355-3p MY ik i@ i i i Starbase
2.0 B P& E (http://starbase. sysu. edu. cn/), i il
hsa-miR-2355-3p ] it & IncRNA MIR100HG By T jiF
SRR, TR 25 A A7 S UL E 2A ChE T 11 5 e A ik
121962377-121962398 v B ). A 40 L J& 40 I &R
SMMC-7721 F 4t si-MIR100HG T4 /i B2 J5 hsa-
miR-2355-3p WA XT R IE K- (7. 6240, 26) 5 M XF

FE(1.0040. 16) #H L B & FH 55 (P<C0. 001D, B Ah L A
HX 2¢O 2 g 4 45 52 50 i — 20 5 E IncRNA
MIR100HG Fl hsa-miR-2355-3p Z [i] B & & F£ £ 9
PR R 25 A7, 3 M @ 5 hsa-miR-2355-3p H
FE5A S IneRNA MIR100HG B A= 71 1 58 A5 7
WA R Mg 5 ki, W 2B, “microRNA 5 In-
cRNA 454 KU 52 5 25 5 BoR . 5 B X BRAH H L 3t
B v hsa-miR-2355-3p 25 U1 9 BE % # il IncRNA
MIR100HG B A5 7 3% 35 25 4 1) 2 6 R Wi 6 [ 2 6 &
BEIGPEM (1. 804+0. 1D FE R (0. 7+0. 09, 2R A5
Th2E 3 (P <<0. 05) ], fH IncRNA MIR100HG % 4%
TR 8 3K AR 1) 56 6 R Wl MR A AR AR [ 98 O S
M1, 9040, 12) RN (1. 7320, 13) , E R LG % &
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